Supplemental Figure 1

A

Al

o8]

+1,000)

55C-A

. l5|0I B I1q0. ¥ IIfroI " .2?0| . I2?(]

P1

C Specimen_001-4i

2 1,000)

FSC-H

L1 lslnl 11 |1rlml 11 I'?ol 11 |2?0| 11 12?0

dapi 405-450/50-4

llIllllllllllllllllllllll 8"II.IIII]IIIIIIIIIIIIIIIIIII
50 100 150 200 250 50 100 150 200 250 50 100 150 200 250
FSC-A f# 1,000) FSC-A #1,000) FSC-A f# 1.,000)
live P2
E o3
w -
=3 i
. wr—
] Rl
] =
& Vel 27
o 73 ;
S 7 =
%
Eﬂo— O &3
o =3 3
= - o -
O - - o
r 4 3
] =3
o~
2 A=
Nh -
= £
o 3 .
g H- LI I LI | LI | LI | LI I T M T BD FACSD'Va 901
50 100 150 200 250 o 0% 0 102 10° 10* 10%
FSC-A Red 561-610/20-4
1 1,000)
001-Di Green Specil 001-Gi
v | pecimen_001-Hi ] e green =S
o g+ ﬁtvsF ‘-"9_;
2] . B g° g3
v 3 ] * *
AR w Crt0i20 w ; < i — E . .-SE
””II”I|0'0””|.'!0””2"10””2"!0' 'hjsljvrr'lgo””ﬁlul“IZADI”IZSIO = TTTTTT T T T [ TT T T[T T I [TTTTT 2 L L L L
FSC-A £1,000) FSC-A 1.000) 50 100 FS(}EB 200 [m;i:] 50 100 FSC-E" 200 (.ufr::]
g s 002-Ai 002-4i s 002-Bi 3 002-Bi
=
< ]
g g
g ] g H
B ] 2 8
k] =3 2
=
3

50

kg

150
C-A

200

250
1,000)

1

100 150 200 250
FSCA 1,000




Supplemental Figure 2
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Supplemental Figure 3

A Nav1l.8 enrichment or depletion (DTA/control) in male mice
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