DEATHS



Andean Latin America

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii ) , , , 2,370 2,470 2,440 2,330
Enterobacter spp. 1,000 -

Enterococcus faecalis

364

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae Counts

. < 2.5k
B 25 - <sk
B sk - <10k

10k — <25k
25k — <50k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.

Staphylococcus aureus 7,920
Streptococcus pneumoniae 6,110
All pathogens ] : ; -- 6,190 1,760
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Andean Latin America

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium
Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Counts

. < 2.5k

10k — <25k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

I.

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 1,170

All pathogens
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Caribbean

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 3,480 2,030 2,840 2,520
Citrobacter spp.
Enterobacter spp. 1,300

Enterococcus faecalis

Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae Counts

. < 2.5k
B 25 - <sk
B sk - <10k

10k — <25k
25k — <50k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.
Pseudomonas aeruginosa
Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp. 24.9
Staphylococcus aureus 3,750

Streptococcus pneumoniae

All pathogens



Caribbean

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 1,090 134 8.88 44 39.1 346

Citrobacter spp. 58.4

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis 2.46
Proteus spp.
Pseudomonas aeruginosa
Salmonella Typhi
Non-typhoidal Salmonella -

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Central Latin America

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

8,850 9,910

4,560 823
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Counts

< 2.5k
2.5k — <5k
5k — <10k
10k - <25k
25k — <50k
50k — <75k
>=75k

2,830

9.2
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3,730 6,260 5,600 6,660

9,360 5,880

42

5,250




Central Latin America

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 3,410 355 56.6 6.62 1,660 124 22.5 1,190

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis
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Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae
Counts

. < 2.5k
B 25 - <sk
B sk - <10k

25k — <50k

Klebsiella pneumoniae

o
[
©
o

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

N\ . . .
7 & 0300 voo & & & @Q X N N & & \\0\(\ R\
QO & o O N & Qf\ & & O Q/GJ S Qﬁ\
& N e ® Q S R o
& Sia © S & 4
Q¢ N & &
o o
&S RS



High—income North America

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

6,840 9,330

Acinetobacter baumannii

N
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(o))

Citrobacter spp.

1,230

Enterobacter spp. 1,200

Enterococcus faecalis 3,610

Enterococcus faecium

Other enterococci 1,920 1,280

Escherichia coli 566

Group A Streptococcus 1,550

Group B Streptococcus 7,410 79

Counts

Haemophilus influenzae
< 2.5k

2.5k — <5k
5k — <10k
10k - <25k
25k — <50k
50k — <75k
>=75k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
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Serratia spp.

Shigella spp.

Staphylococcus aureus 52,100

Streptococcus pneumoniae 1,500 4,590 1,920

All pathogens 186,000
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High—income North America

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 4,410 267 329 42.9 1,580 82.3 1,110
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Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

I
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Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae Counts

. < 2.5k
B 25 - <sk
B sk - <10k

10k — <25k
25k — <50k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

I.

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 2,850

11090
All pathogens 1,260 2,510 5,150
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

3,450

4,930

2,290

3,210

2,500

1,050

3,240

3,380

Southern Latin America

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

3,200 3,190

2’440

3
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Counts

. < 2.5k
B 25 - <sk
B sk - <10k

10k — <25k
25k — <50k




Southern Latin America

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 1,110
.

0.113 35.4 399

Citrobacter spp. 59.9 0.662
Enterobacter spp. “

Enterococcus faecalis
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Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

..

Group B Streptococcus

Haemophilus influenzae

Counts

. < 2.5k
B 25k - <sk

10k — <25k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.
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Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

N
©

\ . . .
P ®@6 o © & \g* & N ' L RN & Q§< ®+ \\Q\o | <
O & k = 0\0 Y \\ {Z§ﬁ Q*\Q \‘g\\o Q}(\\o P Q/6 0((\ Q“\Q
N $ o (s Q Q S
& @(0’2’ 00\}\ N\ N\ (@Q © \ < \\ N & ©
& o $ & &
co&ﬁ &
' <&
Q}Q @O



Tropical Latin America

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 7,500 9,430 9,770
Citrobacter spp. 352 107
Enterobacter spp. 1,110 767
Enterococcus faecium 6,160

3,500
951 6,300

Enterococcus faecalis

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.
Mycobacterium tuberculosis

Proteus spp. 1,460
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Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 2,800
All pathogens 141,000
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>=75k



Tropical Latin America

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 3,400 1,220

17.7

Citrobacter spp.
Enterobacter spp. 80.5

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Antigua and Barbuda

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 8

72
Citrobacter spp. 0.348
Enterobacter spp.

Enterococcus faecalis
Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus
Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.
Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae
X

All pathogens
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Antigua and Barbuda

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 2.77 0.25 0.14 0.006 1.19 0.061 0.009 1.11
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium

Other enterococci

Escherichia coli

.
®
o

Group A Streptococcus
Group B Streptococcus
Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. 0.0006

Staphylococcus aureus

1.36

Streptococcus pneumoniae

All pathogens




Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

2,440

120

2,340

Argentina

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

852

2,230

14.2

341

756

388

Counts

<500

500 - <1k
1k — <2.5k
2.5k — <7.5k
7.5k — <15k
15k — <25k
>=25k



Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

827

5.37
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Argentina

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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191

19.2

177

Counts

- <500
B 500 - <1k
B 1k - <25k

7.5k — <15k




Barbados

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

V)
»
(V)

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium
Other enterococci
Escherichia coli . .

Group A Streptococcus
0.251

Group B Streptococcus

Haemophilus influenzae

0.705 0.591
6

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

6 .

Proteus spp.

5.72
1
2

Pseudomonas aeruginosa

Salmonella Typhi 0.179

0.456
0.026
Serratia spp.

Non-typhoidal Salmonella

Shigella spp. 0.006
Staphylococcus aureus

Streptococcus pneumoniae
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Barbados

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 0.676 0.016 0.176
Citrobacter spp. 0.305 . 0.105
Enterobacter spp. 1.9 0.538

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
Serratia spp. 0.467

Shigella spp.
Staphylococcus aureus

Streptococcus pneumoniae

All pathogens



Acinetobacter baumannii 24.5

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Belize

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

. 22.8 21.6
0.231 0.991 0.669

54

0.204

o
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Counts

- <500



Belize

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.667 0.061 . 0.406 0.089 2.47
0.092 0.093 0.072

Acinetobacter baumannii 7.72
Citrobacter spp.
B

2.2
0.862
6.08
A1
5.14

Enterobacter spp.

0.363 0.347

Enterococcus faecalis

Enterococcus faecium

Other enterococci 0.826

IS

Escherichia coli -
Group A Streptococcus
Morganella spp. 0.029

Mycobacterium tuberculosis 0.124
Proteus spp. 0.342

Pseudomonas aeruginosa

Group B Streptococcus 0.128

Haemophilus influenzae

Klebsiella pneumoniae 0.799

Counts

- <500

0.022

[ =
i )
N

0.065

0.581

Salmonella Typhi 0.064

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Bolivia

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 789 578 755 576 675 731 762 686

Citrobacter spp.

Enterobacter spp. 139
Enterococcus faecalis 15.9
Enterococcus faecium 154

Other enterococci 14.1

Escherichia coli 1,180

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k

Klebsiella pneumoniae
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1,020

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.
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Pseudomonas aeruginosa 402 467

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 1,720 1,300
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Bolivia

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

. |

Acinetobacter baumannii
Citrobacter spp.
Enterobacter spp. -
Enterococcus faecalis
Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus 0.906
Haemophilus influenzae
Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa
Salmonella Typhi 0.662

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.
Staphylococcus aureus -

Streptococcus pneumoniae

All pathogens
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- < 500
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B 1k - <25k




Brazil

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

. 77.5
Enterobacter spp. 1,090 -

Enterococcus faecalis 1,100
Enterococcus faecium
Other enterococci 863

Escherichia coli

25,200 2,260 22,800 16,800 18,300
1,160
Group B Streptococcus 2,050 314

Group A Streptococcus

Counts
Haemophilus influenzae 102
<500
. . 500 - <1k
Klebsiella pneumoniae
1k — <2.5k
" ' 651 2.5k — <7.5k
organella spp. :
g pp 7.5k — <15k
: . 15k — <25k
Mycobacterium tuberculosis
>=25k
Proteus spp.

Pseudomonas aeruginosa
Salmonella Typhi

Non-typhoidal Salmonella 7

5.2
Serratia spp. 295
Shigella spp.
Staphylococcus aureus
Streptococcus pneumoniae

All pathogens




Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

33,200

78.7

Brazil

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

1,190

258

370

1,740

144

Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k

. >=25k




Canada

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 1,140 101 314 760 256 929 100

Citrobacter spp. 39.7 23.8

Enterobacter spp. 68.5

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.
Staphylococcus aureus

5
5

Streptococcus pneumoniae
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32
.84
67
.84
1.9
30
31
7.6
O

Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k




Canada

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp. 12.9
Enterococcus faecalis 12.4
Enterococcus faecium 160

Other enterococci 6.46

Escherichia coli 110

Group A Streptococcus

Group B Streptococcus 1.73

Haemophilus influenzae

Counts

. < 500
B 500 - <ik

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

=
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Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi 0.039

Non-typhoidal Salmonella

Serratia spp. 1.24

Shigella spp. 0.724 0.724

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Chile

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 658 460 618

Citrobacter spp.

. -

Enterobacter spp. 243
Enterococcus faecalis 25.4
Enterococcus faecium 571

Other enterococci 47

Escherichia coli - 1,090 979

Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k
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Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa
Salmonella Typhi 0.544

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens



Chile

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii . 101

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae

Counts

. < 500
B 500 - <ik

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. 0.412

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens



Colombia

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

1,390 1,220 1,360 1,420
34-4

Acinetobacter baumannii
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus

Group B Streptococcus

Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k

I 15k - <25k

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 18,200 2,260




Colombia

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 479
Citrobacter spp.
Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

(6)]
[ty
i

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Costa Rica

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 144 107

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

1.58

Serratia spp.

Shigella spp. 0.848

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 1,890
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- < 500
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Costa Rica

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Citrobacter spp. . 0.026 0.829 0.392 0.749
Enterobacter spp. . 0.364

Enterococcus faecalis

Acinetobacter baumannii

Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus 0.249

Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Shigella spp.

Staphylococcus aureus
R

Streptococcus pneumoniae

All pathogens 1.2
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Cuba

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii ) ) ) 1,100 1,120
Citrobacter spp. 40.2 . . 11.7

Enterobacter spp. 321 42.1 156
Enterococcus faecalis
Enterococcus faecium 112
Other enterococci 24.9
Escherichia coli 668

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

307

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. 0.898
Staphylococcus aureus 1,080

Streptococcus pneumoniae

Al pathogens
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Counts
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Cuba

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 379

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 1,680
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Dominica

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii
Citrobacter spp. 0.408 0.048
0.686

Enterobacter spp.
Enterococcus faecalis 1.09
Enterococcus faecium

Other enterococci

Escherichia coli
Group A Streptococcus
Group B Streptococcus 0.058

Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi 0.023
Non-typhoidal Salmonella .
Serratia spp.
Shigella spp.
Staphylococcus aureus
Streptococcus pneumoniae
All pathogens 0.038
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Dominica

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii .
Citrobacter spp. 0.031
Enterobacter spp.

Escherichia coli 2.06

=
i

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Group A Streptococcus

Group B Streptococcus 0.011

Haemophilus influenzae

Klebsiella pneumoniae . . . 0.175

Morganella spp. 0

.01
Mycobacterium tuberculosis 0.029
31

0.0009 0.001

Proteus spp. 0.164 . . 0.065
Pseudomonas aeruginosa . 0.119 0.026

Salmonella Typhi 0.003
Non-typhoidal Salmonella
Shigella spp. 0.0004
Staphylococcus aureus
Streptococcus pneumoniae . 0.028 0.368 0.145
A” pathogens | | 1.79 | 0.001 | | 1.34
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Dominican Republic

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 528 355 394 446 465 475 472 456
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis

Enterococcus faecium

Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae
Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
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Serratia spp.
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Shigella spp.

Staphylococcus aureus

Al pathogens | 230
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Dominican Republic

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium
Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Counts

- < 500
B 1k - <25k

Klebsiella pneumoniae

2

Morganella spp. 0.065 0.151

Mycobacterium tuberculosis

Proteus spp. 3.78
Pseudomonas aeruginosa 7.43
Salmonella Typhi 4.14

Non-typhoidal Salmonella

~
[ER

[EEY
=
N

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 34
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Ecuador

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium
Other enterococci

Escherichia coli 1,750
Group A Streptococcus -

Group B Streptococcus
Haemophilus influenzae
Klebsiella pneumoniae
Morganella spp.
Mycobacterium tuberculosis
Proteus spp.
Pseudomonas aeruginosa
Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.

Staphylococcus aureus 1,420

Streptococcus pneumoniae

All pathogens

9.36 13.6

167

180

169 13.8

875 1,150

Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k
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Ecuador

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii . 0.027
| |

Citrobacter spp.
Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

= w
(o foe)
o =

Counts

- < 500
Bl 500 - <1k
B 1k - <25k

Klebsiella pneumoniae

Morganella spp. . 0.858

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. 0.062

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 2,410




El Salvador

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 279 203 259 231 252 266 261 247
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae
Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens



El Salvador

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

|
5
3
3

0.628

Citrobacter spp. - 0.042 0.641 0.728
0.784
14
1
1

Enterobacter spp. 20.4
Enterococcus faecalis
Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus 0.491

2
8
1
2
8
1
2
1
Haemophilus influenzae 8

Counts

- <500
Bl 500 - <1k

8
4
1
3
1
1
1
8
4
Klebsiella pneumoniae 134

9.
3
8.
9.
6.
7
4
.0
.0
3

Morganella spp.

0.578 0.493

0.824

1.26

Mycobacterium tuberculosis 0.359

Proteus spp.

0.4
.24
5
0.5
4
.88
5.9
.6

Pseudomonas aeruginosa

Salmonella Typhi 0.134

Non-typhoidal Salmonella 0.009
Serratia spp.
Shigella spp.
Staphylococcus aureus
3.13

Streptococcus pneumoniae

All pathogens
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Grenada

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii . . .
Citrobacter spp. 0.623 0.058 0.098
Enterobacter spp. . .

Enterococcus faecalis

0.301

Enterococcus faecium

Other enterococci

Escherichia coli 6

I

Group A Streptococcus
Group B Streptococcus 0.098
Haemophilus influenzae

Klebsiella pneumoniae
0.011

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

o
©
©

N
i
©

Pseudomonas aeruginosa

Salmonella Typhi 0.023
Non-typhoidal Salmonella
Serratia spp. 0.79 . 0.228
Shigella spp.
Staphylococcus aureus 10.6
Streptococcus pneumoniae 5.13
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Acinetobacter baumannii 3.72
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium
Other enterococci
Escherichia coli 0.085 0.822
Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae 0.023

Klebsiella pneumoniae
Morganella spp.
Mycobacterium tuberculosis
Proteus spp.
Pseudomonas aeruginosa
Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.
Staphylococcus aureus 3.09
1.71

Streptococcus pneumoniae 0.187

0.029 0.489
All pathogens . . 0.126 0.755 0.619
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Grenada

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0'012
0.024 0.045
0.236

0.065

0.331

0.01

0.003

0.018

Counts

- <500



Guatemala

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 756 731 735 613 735 742 732 737
Citrobacter spp.

Enterobacter spp. 139

Enterococcus faecalis 21.1
Enterococcus faecium 98.4
Other enterococci 12.2

Escherichia coli 1,320

Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

0
B
[

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 2,030 1,550 1,470
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Guatemala

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii . . . 1.77 0.697
Citrobacter spp. . . . 6.25 0.641

Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium

Other enterococci

Escherichia coli
Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae

Counts

. < 500
B 500 - <ik

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens




Guyana

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi 0.677

Non-typhoidal Salmonella .

Serratia spp.
Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae
N

All pathogens
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Guyana

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.009
0.178 0.224
0.646

o
foe)
@

0.223
3.97
0.006

0.453

0.055

0.374

2.48

=
\‘

Counts

- <500



Haiti

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp. 299
Enterococcus faecalis
Enterococcus faecium
Other enterococci 11.6
Escherichia coli - 950

Group A Streptococcus

Group B Streptococcus 18.3

Haemophilus influenzae Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k

H
(o]
(o]
(@]

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus 1,090

Streptococcus pneumoniae 2,030

All pathogens



Hauiti

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 340 24.3 102 2.89 89.7 12.8 11.7 96.8

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Counts

- < 500
Bl 500 - <1k
B 1k - <25k

~
o1
(o]

Klebsiella pneumoniae

Morganella spp. 0.635

Mycobacterium tuberculosis

B o
w

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

3.43
22.8
22.2

w
a
o)

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 2,470




Honduras

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 328 437 384 450 443 403 395
Citrobacter spp.

Enterobacter spp. 111
Enterococcus faecalis 18.4
Enterococcus faecium

Other enterococci

Escherichia coli 781

Group A Streptococcus

Group B Streptococcus 4.11

Haemophilus influenzae
Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa -
Salmonella Typhi
Non-typhoidal Salmonella

Serratia spp. -

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

387

12.8
. “
All pathogens 2,100 740
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

l'

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 1,320

0.066

Honduras

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.098

1.66
24.4
4.56
=
1.05
2.11

»
D
~

Counts

- < 500
B 1k - <25k




Jamaica

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 287 186 253 238 242 271 267 236
Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp. . . 0.162

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp. 12.5

Shigella spp. 0.069
Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
X
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- < 500
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Jamaica

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii ﬂ . . . . 29.2
. . . 0.446 0.616

Enterobacter spp. . . . 2.56

Citrobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Mexico

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp. 242

54.7
Enterobacter spp. 2,330 1,710

1,360 479

433
Enterococcus faecalis 195
Enterococcus faecium
Other enterococci 496

564

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Counts
Haemophilus influenzae 500
<
. . 500 - <1k
Klebsiella pneumoniae 1k 2.5k
— < .
2.5k — <7.5k
Morganella spp. 7.5k — <15k
. - <
: . 15k — <25k
Mycobacterium tuberculosis >=25k

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae
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Mexico

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp. 21.2
Enterococcus faecalis 59.6
Enterococcus faecium 256

Other enterococci

Escherichia coli 544

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis 133

Proteus spp. 163

1,500 172

0.894
Serratia spp.
X

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

©
(e}
~

2
1
Shigella spp.
Staphylococcus aureus
Streptococcus pneumoniae
All pathogens
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Counts
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B k- <25k
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Nicaragua

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 186 137 171 153 169 178 (3 166
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus 1.76

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

o)
[\

Pseudomonas aeruginosa
Salmonella Typhi 1.2

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. 0.056

12.7
541
0.07
458
177
x

Staphylococcus aureus -

Streptococcus pneumoniae -
All pathogens 2,460
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Nicaragua

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 59.6 : : : : 0.977
Citrobacter spp. . . . 0.562
Enterobacter spp. . . :

Enterococcus faecalis
Enterococcus faecium

Other enterococci

= w
N ~

[
]
N

Escherichia coli
Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae

Counts

- <500
Bl 500 - <1k

=
o
S

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Panama

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii
Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium

Other enterococci

Escherichia coli
Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae

Counts

- < 500
Bl 500 - <1k
B 1k - <25k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens 1,530




Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

D%
5
/‘(5’/)

T

~
[(e}

I

w (0]
w 5 5
(o)) ~

X

)
(o}
<,

Panama

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

[EEY
oS
I

o
©
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7.58
15.6
7.59
28.6
B3

10.6

0.186

0.525

8.53

Counts

- <500



Paraguay

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 252 181 236 219 219

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. 0.358

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Paraguay

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii .
0.055

Citrobacter spp.
Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus

Group B Streptococcus 0.244

Haemophilus influenzae

Counts

- <500
Bl 500 - <1k

Klebsiella pneumoniae

Morganella spp.

0.575

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi 0.172

Non-typhoidal Salmonella

0.136
Serratia spp.

Shigella spp.

4
22
18.9
54.2
14.2
130
2.09
6.03
3.01
130
12.4
8.28
70.3
2.02

22

T
©
al

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

x o RS > N o O O ) Q& Q Q «© «© & 4 o %
o ¥ S Ao E w0 \0‘@ N N & N & & & 2 ) &
© S @Q 60 12 QQ" \Qo of\\ & ’b\' Q& Q}\s\ QQ’Q OQ \3 X <
S N R 3 & S Q R\ < © W NS N I3 Y
Xox O & & oS N (\6 S Q2
Qib%\ & & R ¢ & o 0&0
e N %% @Q Q;\-é
<9 <&
Q}Q @O



Peru

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

1,030
42.2

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

326

121 1,790 2,280

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

N
N
N
o

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 467 656 101

All pathogens 20,900 2,240 2,060 105 281
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148

304

102

Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k

I 15k - <25k




Peru

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii
Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

.

Group B Streptococcus

Haemophilus influenzae
Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens



Saint Kitts and Nevis

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
Citrobacter spp. .
Enterobacter spp.

Enterococcus faecalis

Acinetobacter baumannii 6

Enterococcus faecium
Other enterococci
Escherichia coli

Group A Streptococcus
Group B Streptococcus
Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

N
~

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.
Shigella spp.

Staphylococcus aureus 5.77

Streptococcus pneumoniae

All pathogens



Saint Kitts and Nevis

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

:
Citrobacter spp. 0.077 .
Enterobacter spp.
Escherichia coli
N
1
Mycobacterium tuberculosis
Proteus spp.
Pseudomonas aeruginosa
Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.
Shigella spp. 0.0007
Staphylococcus aureus
Streptococcus pneumoniae
All pathogens
R

Acinetobacter baumannii 2.

Enterococcus faecalis
Enterococcus faecium

Other enterococci

0.502

Group A Streptococcus

Group B Streptococcus 0.003

Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

.04
A

0.0009
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Saint Lucia

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii . . 17.5
Citrobacter spp. 0.808 0.066 0.142
0.883 . 1.17

Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium

Other enterococci

Escherichia coli
Group A Streptococcus

Group B Streptococcus 0.123

4.79
18.1

Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
Serratia spp. 0.22

Shigella spp. 0.002
Staphylococcus aureus
Streptococcus pneumoniae

All pathogens



Saint Lucia

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 6.52 0.561 0.326 0.082 0.369 0.113 2.26
0.042 0.036

Citrobacter spp.

=
N
©

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

I
N
w

A
o
w

Escherichia coli

0.238

e
[EEY
w

Group A Streptococcus

Group B Streptococcus 0.023

Haemophilus influenzae

Klebsiella pneumoniae
P Counts

- <500

0.292

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

@w
w
-

Pseudomonas aeruginosa

0.05
0.261

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

0.044 0.066

Shigella spp. 0.0004

Staphylococcus aureus

Streptococcus pneumoniae . 0.067
All pathogens . . 0.239 0.913
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Saint Vincent and the Grenadines

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Citrobacter spp. 0.691 0.066 0.115 0.463 0.332
Enterobacter spp. . 0.798 . 0.979 2.47

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae
Klebsiella pneumoniae . . .
Morganella spp.
Mycobacterium tuberculosis
Proteus spp.

Pseudomonas aeruginosa ) . :

Salmonella Typhi

w
[N
[EE

Non-typhoidal Salmonella .

Serratia spp. 0.759 0.188 0.248
Shigella spp. 0.003

Staphylococcus aureus

Streptococcus pneumoniae :

All pathogens

O

0.078

Counts

- <500



Saint Vincent and the Grenadines

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii . 0.42 0.032 0.055 1.65
Citrobacter spp. 0.196 0.003 0.034 0.028 0.039
Enterobacter spp. . 0.047 0.221 0.169

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli . -

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae . -

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

[Eny
N
Uiy
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w
w

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

o
o
\‘

Streptococcus pneumoniae

All pathogens . . 0.219 0.762

Counts

- <500



Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

3.98

.
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0.087

Suriname

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 62.4

31.8
.89

1.

0.396

0.399

Counts

- <500



Suriname

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

19.5 2.33 7.73 0.511 0.108
Citrobacter spp. 1.13 0.026 . 0.24 0.225
Enterobacter spp. . 0.263 . 0.777

Enterococcus faecalis

Acinetobacter baumannii

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

7.04
=
1.44
2.37
3.07
2.38
&

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

0.165

Pseudomonas aeruginosa

0.177 0.032

0.022
0.126

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

0.005
0.817 1.21
0.335 0.852

Staphylococcus aureus

Streptococcus pneumoniae
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The Bahamas

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii - 15 18.9 16.8 19 17.5 19.8
1.78

Citrobacter spp. 0.963 0.346

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

o1

N b

w

. i

Group A Streptococcus

Group B Streptococcus 0.141

Haemophilus influenzae 0.493
Klebsiella pneumoniae

Morganella spp.

19.9
6.64
4.79
10.6
5.39
40.2
1.35
3.65

2.5

Mycobacterium tuberculosis

Proteus spp.

[EEY

3 o
o N N

Pseudomonas aeruginosa

Salmonella Typhi 0.139
Non-typhoidal Salmonella
Serratia spp.
Shigella spp.
Staphylococcus aureus 29.9
Streptococcus pneumoniae 20.9 14.9
A” pathogens . | ' . | | . 0.011
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The Bahamas

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.271 0.008 0.114 0.009 2.54
0.031 0.089 0.065 0.031 0.056
0.279 0.433 0.171 0.283

Acinetobacter baumannii

6.39 0.619
Citrobacter spp. 0.283 0.011
Enterobacter spp. . 0.086

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli . 0.458

Group A Streptococcus

Group B Streptococcus 0.029

Haemophilus influenzae

0.097
0.866
0.004

0.221

Klebsiella pneumoniae 1.42

Morganella spp. 0.032

Mycobacterium tuberculosis

Proteus spp. 0.178

Pseudomonas aeruginosa 1.27

Salmonella Typhi 0.017
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 0.203
All pathogens 0.017 0.142 0.232 0.155
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Trinidad and Tobago

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

.

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
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Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

w
w

Trinidad and Tobago

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.206 11.4
0.345 0.232 0.312
0.767 1.25

5.99

0.636

0.128
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United States of America

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

1,180 1,390 1,130

Enterobacter spp. 751

1,360

Enterococcus faecalis 672

1,220 1,170
30,500 24,200 431 17,500 16,000
1,520

358 72.1

Enterococcus faecium

Other enterococci

Escherichia coli

'_\
a1
N
(]

Group A Streptococcus

Group B Streptococcus

Counts
Haemophilus influenzae 829
<500
500 - <1k
Klebsiella pneumoniae
1k — <2.5k
N I 2.5k — <7.5k
organella spp.
g pp 7.5k — <15k
: . 15k — <25k
Mycobacterium tuberculosis
>=25k

Proteus spp.

2,340

Pseudomonas aeruginosa

Salmonella Typhi . 8.46
Non-typhoidal Salmonella
Serratia spp. 83.1
Shigella spp. . 49.5
Staphylococcus aureus 38,200 291
Streptococcus pneumoniae
All pathogens - 16,900 33,000
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United States of America

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp. 1,070 . . 80.1

Enterococcus faecalis 1,040 225

Enterococcus faecium

201 273

1,900 141 1,390 2,080 979

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k

. >=25k

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

W
(0]

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 1,020
All pathogens 41,900 1,220 847 1,330
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Uruguay

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 224 148 209 171 191 218 213 190
Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
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Serratia spp.

Shigella spp. 0.012
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Staphylococcus aureus
Streptococcus pneumoniae
1,280

All pathogens 0.526
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

(y

-\
&P

2

v
)
7),

71.6

I

)

241

25

a1
o

Uruguay

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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Venezuela

Deaths (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 1,590 1,530

Citrobacter spp.

Enterobacter spp. 359
Enterococcus faecalis
Enterococcus faecium 113
Other enterococci 69.8
Escherichia coli 1,550

Group A Streptococcus
Group B Streptococcus

Haemophilus influenzae Counts

. < 500
B 500 - <1k
B k- <25k

2.5k - <7.5k
7.5k — <15k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

2,170 2,400 2,470

All pathogens



Venezuela

Deaths (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.258
Enterobacter spp.

Enterococcus faecalis

Acinetobacter baumannii

Citrobacter spp.

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Counts

. < 500
B 500 - <ik

2.5k - <7.5k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

'

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Andean Latin America

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

50,900 65,200 48,300 64,000 66,800 66,000
5,550 14,700 8,120 19,800

Acinetobacter baumannii 70,300 63,000

Citrobacter spp. 5,400

Enterobacter spp. 31,800 11,800

Enterococcus faecalis 20,300 19,300

Enterococcus faecium 45,400 44,900

Other enterococci 19,000

Escherichia coli
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Group A Streptococcus

Group B Streptococcus 6,170

Haemophilus influenzae

11,000 1,340

Klebsiella pneumoniae 30,600
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Morganella spp.

Mycobacterium tuberculosis 31,300

Neisseria gonorrhoeae 290

3,870 5,950

72,300 49,000 43,400 58,100

6,760

Proteus spp. 14,300

1,590 13,500
37,600

Pseudomonas aeruginosa 99,700

48,300

Salmonella Typhi 7,340

3,190 3,190

3,330 2,670 1,790 7,360 3,410 1,720

Non-typhoidal Salmonella
9,780

Serratia spp.

Shigella spp. 692

Staphylococcus aureus

Streptococcus pneumoniae

34,200 63,100 46,300

7,920
610,000 7,980
Q>

All pathogens
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Andean Latin America

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

civobactersop. RIS
Enterobacter spp. 7,610 1,690 2,060 1,350 1,340

4,800

Acinetobacter baumannii 22,500 7,880

Enterococcus faecalis 5,440
Enterococcus faecium 12,300 8,160
Other enterococci 4,080

Escherichia coli 43,700 4,400 1,190 6,400 1,960 10,500

Group A Streptococcus

3,460

11,300

424

Group B Streptococcus 3,430

Haemophilus influenzae 2,250 1,850

10,100

392

3,490 7,190 18,000

8.160 Counts

- <25k
B 25k - <sok

B 50k - <100k

Klebsiella pneumoniae 54,900

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Pseudomonas aeruginosa 24,400 2,320 12,800 1,530 6,120

Salmonella Typhi 1,480 1,390
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Non-typhoidal Salmonella

Serratia spp.

Shigella spp.
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Staphylococcus aureus 6,050

42,600

Streptococcus pneumoniae 496 13,600 2,030 847 5,880 2,580 17,300
All pathogens 18,400 3,340 5,610 10,400 | 49,000 | 35,100 2,740 61,100 1,160 14,600 10,200 | 42,600 2,760 35,300 6,160 1,750
. N X . . .
0\; ‘\32? . C\\\\o <@ /Q)Q Q}@o) %OO vOO 0&6 \é% \\GQ,@ 6<§\\ . < ‘ é}\\\o . (~>\\\° <2§< c§+ ﬁo\o ’(\/\Q)
) & & & QY & ~ © § N Q& i & © < N &
© N Q O N SN Q & > J o Q o < 3
S 3 S N P N A\ & < £ 3 N\ O N i\
a® O N & RN N Q S < R
& & & R o & X N
e ¥ & X S
¥ < &
& Q&
N
& N,



Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

98,600

9,100

52,800

18,500

29,500

16,600

5,950

42,600

9,810

278

2,680

415

11,400

65,800

11,900
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2,020
10,800

35,700

7,340
81,500

1,220 10,400
23,600

4,050 2,830 3,990 8,160 7,810 2,950

37,200

47,400 43,800 31,700

Caribbean

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

84,700 79,900
3,780
16,600

67,500 75,500

86,300 89,700
6,380 4,910
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

30,600

2,590

12,500

5,070

7,680

3,450

36,200

570

7,090

2,290

42,700

2,450

596

2,110

5,940

1,540

1,460

1,040

3,290

4,790

3,320

2,300

3,060

3,220

10,800

1,260
17,000

0.822

2,780

21.7

51

Streptococcus pneumoniae 1,370 9,040
All pathogens 12,200 2,750 10,700 9,740 38,600
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Caribbean

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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1,960
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Central Latin America

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

17,800 1,330 - 3,060 13,700 5,280 6,120
24,700 - 39,800 75,100 38,900

82,800

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis 87,600

Enterococcus faecium

Other enterococci 79,500

Escherichia coli 705,000

80,300 654,000 28,000

Group A Streptococcus 12,100

Group B Streptococcus 88,800

Haemophilus influenzae 20,600 19,400 Counts
- <25k
Klebsiella pneumoniae  ERshEONeoo] - 25k — <50k
I 50k - <100k
Morganella spp. 2,270 100k — <200k
-<
. . 200k - <500k
Mycobacterium tuberculosis 24,300 11,700 3,010 1,870
I 500k - <1M
. - >:
Neisseria gonorrhoeae 972 - M

Proteus spp. 52,100

2,660 44,900 31,000

Pseudomonas aeruginosa

Salmonella Typhi 16,400

5

68
29,400 8,590 7,820 8,310 20,300 9,780 6,030

Shigella spp. 4,640 4,640

Staphylococcus aureus  [sieEHo[o[o] 36,400 10,500

Non-typhoidal Salmonella

Serratia spp.

Streptococcus pneumoniae 80,000 64,700 26,300
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Central Latin America

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

10,100 10,300 3,830

Acinetobacter baumannii 90,700 9,500 31,600

994

Citrobacter spp. 5,170

Enterobacter spp. 33,500 1,720 4,410

Enterococcus faecalis 23,700 20,500

Enterococcus faecium 46,200 34,200

Other enterococci 17,400 14,200

Escherichia coli 52,700

4,790 7,920 15,600 6,150 69,300

Group A Streptococcus 1,160

11,200

4,170 3,220

Group B Streptococcus 2,160

Haemophilus influenzae

Counts
Klebsiella pneumoniae - 56,000 16,600 - <25k
B 25k - <sok
Morganella spp. 424 . 50k — <100k
100k — <200k
Mycobacterium tuberculosis - 799 200k — <500k
I 500k - <1M

Neisseria gonorrhoeae

Proteus spp. 6,340 1 1,100 1,300

75
Pseudomonas aeruginosa 84,700 2,680

Salmonella Typhi 3,240

1,030 2,730

8,190 48,400 3,770 2,020 19,600

2,970

3,080 2,850

Non-typhoidal Salmonella 92. 92.1

1
Serratia spp. 7,720 1,540 2,280 1,910 646

Shigella spp. 873 873

Staphylococcus aureus 11,800 15,000

Streptococcus pneumoniae 1,080 43,300 1,150 3,040 9,440 16,500 29,500

All pathogens 933,000 32,300 12,200 22,400 28,800 7,790 1,120 34,200 6,410 17,000 81,900 21,200 1,090
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High—income North America

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

2,420 - 1,240 11,900 1,930 6,270
16,600 - 26,100 31,500 25,300 32,300

75,900

Acinetobacter baumannii
Citrobacter spp. 15,900

Enterobacter spp.

Enterococcus faecalis 84,200

Enterococcus faecium

Other enterococci 33,500

Escherichia coli 678,000 608,000 10,200

Group A Streptococcus 36,400

Group B Streptococcus

9,540

Haemophilus influenzae 17,300 16,900 Counts
- <25k
Klebsiella pneumoniae 29,900 - 25k — <50k
I 50k - <100k
Morganella spp. 1,600 100k — <200k
-<
. . 200k — <500k
Mycobacterium tuberculosis 3,500 2,500 721 97.8 181
I 500k - <1M
Neisseria gonorrhoeae 288 - >=M

Proteus spp. 59,000 13,000 35,700

14,200 35,200

Pseudomonas aeruginosa 64,500

Salmonella Typhi

Non-typhoidal Salmonella 177

Serratia spp. 19,100

4,660 8,470

3,770 10,000 1,990

Shigella spp. 1,840

Staphylococcus aureus  FReElHo[[0]

o78.000 s5500

Streptococcus pneumoniae

29,400 89,800 37,700
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

88,000

4,540

24,200

5,370

143

1,130

23,600

8,580
3,460
18,700
3,350

2,900

53,400 6,200

415

29.4
8’560
1,630

77,200

388

18.

9
4’540

279

55,600

872,000

6,550

1,950

10,700

8,840

1,640

36,800

8,590

High—income North America

31,600 19,800 1,640
1‘010

7,050

3,180 27,200

8,270 15,100

2,650
28,300 11,700

27.9

3,730

22,200

2,790

18,600

42,900

3,660
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1,500
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DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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Southern Latin America

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

Acinetobacter baumannii 70,500 46,800 66,400 69,200 65,300

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

4,600

33,800

16,000

49,400

18,600

2,290

20,000

6,710

573

2,500

360

18,900

93,000

1,330

160

10,300

268

3,140

15,000

6,530
56,800

1,390 18,200
31,100

3,620

65,700 51,200
1,880
19,600

5,570

35,600

49,800

4,720

22,000 34,600 6,750
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

22,700

1,330

8,450

4,350

14,900

4,420

38,100
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1,950

1,070

2,250

3,590

1,120

3,310

8,500

2,030

11,300

3,180

1,510

7,820
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Streptococcus pneumoniae 580 7,740
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DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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4,430
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Tropical Latin America

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

12,600 - 1,590 10,400 2,900 3,200
30,700 - 26,600 76,700 21,200

Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis 85,300 68,200 31,000
Enterococcus faecium
Other enterococci 79,000 78,700 19,500

Escherichia coli 604,000

53,900 548,000 22,300

Group A Streptococcus 36,000

Group B Streptococcus 66,200

Lol Counts

<25k
25k — <50k

I 50k - <100k
1,100 861 1,650
100k ~ <200k
200k ~ <500k
12,200 911 1,950 .
-

500k - <1M
>=1M
15,600 30,400 30,900

4,480

11,700 15,700 29,400 19,400 7,180

1,940

Haemophilus influenzae 9,450

Klebsiella pneumoniae  FRskiHeoo)

Morganella spp. 2,390

Mycobacterium tuberculosis 23,100

Neisseria gonorrhoeae 1,270

Proteus spp. 73,600

3,420 72,000
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Pseudomonas aeruginosa

Salmonella Typhi 13,700

2,110

Non-typhoidal Salmonella 4,480

Serratia spp. 39,700

9,640

Shigella spp. 1,940

Staphylococcus aureus  BEAHo[0]

612,000 25,700 8,940

Streptococcus pneumoniae 87,000 52,800 22,600
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Tropical Latin America

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

2,540 38,200 3,700 1,200
1,680
6,450 5,020

Acinetobacter baumannii 84,400 7,730 30,300

Citrobacter spp. 3,640 528

Enterobacter spp. 29,300 2,100 2,220

Enterococcus faecalis 26,200 15,800

Enterococcus faecium 65,900 19,200

Other enterococci 17,400 14,100

Escherichia coli 26,100

Group A Streptococcus 3,420

8,440

Klebsiella pneumoniae - 12,300 53,700

Group B Streptococcus 1,690

Haemophilus influenzae

- g
27,600 16,400 -
<25k
B 25k - <sok
Morganella spp. 171 273
I 50k - <100k

Mycobacterium tuberculosis

100k — <200k
1,180 6,690 239 1,140
I 500k - <1M

1,160

Neisseria gonorrhoeae

Proteus spp. 8,930

Pseudomonas aeruginosa 76,500

Salmonella Typhi 2,690

1,720 3,600 2,240

2,430

2’480

Non-typhoidal Salmonella 780 780

Serratia spp. 11,100 1,990 4,270 2,030 1,530 737

Shigella spp. 352 352

Staphylococcus aureus 7,800 26,400

Streptococcus pneumoniae 93,900 2,370 27,500 1,870 16,600 - 21,100
All pathogens 882,000 37,400 16,900 19,800 44,900 65,300 10,200 1,180 52,800 22,100 78,400 62,900 1,140
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

198

136

Antigua and Barbuda

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

176 170 195

1.68

o
(V)

0.147 0.094 0.594

0.005 0.773

0.225

9 (\\ . \\Q
& Q% OQ“ &
) > +
B )
> O
% .

0.762

0.027

102

&
S

0.031
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Counts
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

571

15.9

I

0.439

0.143

0.076

0.078

0'197

0.034

48.2

Antigua and Barbuda

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.371 0.426
-

0.499

0.752

0.331

0.018

0.016

0.915

0.503

o)
~
N

0.109

0.252

0.008

0.083

0.154

0.006

5.73

&
S

0.014

(\
Q~\
©

Counts

- <2.5k



Argentina

DALYs (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

8,720 6,750 7,390

Enterococcus faecalis 1,280

Acinetobacter baumannii

Citrobacter spp. 3,220

Enterobacter spp. 2,300

Enterococcus faecium

Other enterococci 6,930

111,000 83,700 2,250

Escherichia coli 116,000

Group A Streptococcus 1,750

Group B Streptococcus 9,960 325
Haemophilus influenzae 5,930 Counts
B <=«
Klebsiella pneumoniae  lekHe6[0] 82,300 . 2 Bk — <BK
. " . B sk - <10k
organella spp.
10k — <25k
: . 25k — <75k
Mycobacterium tuberculosis 1,650 591 717 159 182 .
75k — <150k
Neisseria gonorrhoeae . >=150k

Proteus spp.

4,830

Pseudomonas aeruginosa

Salmonella Typhi 131
Non-typhoidal Salmonella 134
Serratia spp. 9,150 3,260 4,410 1,030 7,620 5,130 2,290

Shigella spp. 158 158

Staphylococcus aureus 147,000

Streptococcus pneumoniae 83,200 4,880 3,950
All pathogens 701,000 124,000 130,000 110,000 221,000 164,000 231,000 106,000 323,000 155,000 126,000 194,000
. N \ : . . )
\O'\'x . \32:6 . \é}\\&\ O({b' /Q7\’ é(\6 ’boo D‘OO 0(\@6 \é\z\ ,\\666 \ﬁé\\ ~(\&<b . c.)\\\\(\ ‘ (,)\\\\(\ Q§< 6®+ ﬁo\(\ .(\&Q)
(o8} 006 Q;(\ 0@ Q)\/ Q/(\ ) o\ (\0 0\0 \'b' Q“\ \‘g\\ Q'{\\ Qo Q 7 0@ Q“\
@) Q Q & Q & ) 2 {od Q Q Qo \ ) Q
N A QO N o S N\ X Q + N\ NS QO X\
&2 O & g RN\ > N S * v
& & & R U S s S
& ¥ & & S
v ) o
o Q
Q
& Y



Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Argentina

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

1,440

127

(o]
[EEN
a1
(@]

©
N
w
N
@
(o)}

2,340

6,220

~
N
(o]

1,830

3,370 2,950

8,790 4,940

2,470

4,520

1,870

1,150 997

N w
(o)) o
(S N
o o

5,190 3,230

1,520 6,460

w
S

395 42.2 107

21.7

24.9
1,670
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Barbados

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

4.38
.

Acinetobacter baumannii 486 320 399 479

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

107 1,120

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

597

Klebsiella pneumoniae Counts

- <2.5k
B 25k - <sk

5k — <10k
“ .

92.1

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella . 1.96

0.448

Serratia spp.

Shigella spp. 0.448

Staphylococcus aureus 1,200

1,040

Streptococcus pneumoniae

All pathogens 6,040
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Barbados

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

154 13.4
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0.237 0.005 0.232

48.5

33.4

0.036

Counts
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

743

N>
(V)

(o]
N
=

468

Belize

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

604

N
w

N
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S ©
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Belize

234 19.9 20.2 1.85

37.2

0.066 0.089 0.452

0.313 0.008 0.305

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

27.8

0.597

Counts

- <2.5k



Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Bolivia

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

1,800 360

991

2,450

5,930

9,710 4,770

5,020

7,330 7,130 568

4,690

o
N
~
o

5,270 504

2,650

Group B Streptococcus 2,510 172
Haemophilus influenzae 4,140 472
Klebsiella pneumoniae 7,860
Morganella spp. 123 114
Mycobacterium tuberculosis 9,240 2,610 5,510 229 888
Neisseria gonorrhoeae 69.1 0.857 “
Proteus spp. 4,270 760 4,110 1,130 1,720 2,010
Pseudomonas aeruginosa
Non-typhoidal Salmonella 323
Shigella spp. 332
Staphylococcus aureus 4,600 683
Streptococcus pneumoniae 3,630
All pathogens 373,000 89,300 127,000 77,900 128,000 175,000 2,610 90,600 5,510 169,000 6,440
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Bolivia

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

685 579 0.676 3,140 119 2,380
Citrobacter spp. : 68.5 -

]
o
=
(@]

Acinetobacter baumannii

277

Enterobacter spp.
Enterococcus faecalis
Enterococcus faecium 2,130

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

2,690

1,250 1,860

N
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a1
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Mycobacterium tuberculosis

Neisseria gonorrhoeae

71

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi 44.7
Non-typhoidal Salmonella
Serratia spp.
Shigella spp.
Staphylococcus aureus 1,210
Streptococcus pneumoniae - - 1,160 1,120
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Brazil

DALYs (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 259,000 182,000 230,000 229,000 228,000 242,000 237,000 237,000
Citrobacter spp.

2,270 1,550 2,810 2,860

Enterobacter spp. 139,000 107,000

Enterococcus faecalis 83,300
Enterococcus faecium 180,000

158,000 175,000

76,800

Other enterococci 77,100

Escherichia coli 589,000 534,000 393,000

Group A Streptococcus

Group B Streptococcus 9,860

142,000 239,000

428,000

Haemophilus influenzae 8,910 3,200 Counts
_ B <=«

Klebsiella pneumoniae 518,000 268,000 451,000 241,000 353,000 363,000 331,000 . 2 5k 5K

Bk -<

B sk - <10k

Morganella spp. 2,340 1,090 840 1,620 10K — <25k

-<
: . 25k — <75k

Mycobacterium tuberculosis 7,880 803 1,860 .
75k — <150k
Neisseria gonorrhoeae 1,230 . >=150k

Proteus spp. 3,350

Pseudomonas aeruginosa 309,000 78,300 146,000 211,000 141,000 126,000 203,000

Salmonella Typhi 2,030
Non-typhoidal Salmonella 4,430
Serratia spp. 9,380 7,000
Shigella spp. 1,910 1,910
Staphylococcus aureus  [yRel) 159,000 598,000 400,000 8,740
Streptococcus pneumoniae - 84,900 119,000 386,000 266,000 258,000
All pathogens 445,000 | 1,160,000 | 865,000 988,000 460,000 | 1,610,000 7,880 1,080,000 2,030 400,000 268,000 1,180,000 | 234,000 1,860
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Brazil

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 82,300 7,520 2,420 3,650 1,170
6,100 6,310 4,870 2,170 7,110

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci 3,270
3,520 5,280

Escherichia coli 126,000

w
w
N
o

Group A Streptococcus

352

1,060 942 Counts

Group B Streptococcus 1,650

Haemophilus influenzae

. <2.5k
Klebsiella pneumoniae .
2.5k — <5k
B sk - <10k
Morganella spp. 268 10k — <25k
-<
: . 25k — <75k
Mycobacterium tuberculosis 1,150 6,370 211 1,090 .
75k — <150k
Neisseria gonorrhoeae . >=150k

Proteus spp. 8,730 1,690 3,520 1,130

Pseudomonas aeruginosa

Salmonella Typhi 2,320 256

~
~
N

7

72
4,170 1,960 1,480
46

3

7,560 107,000 2,140 2,430

Non-typhoidal Salmonella

Serratia spp. 1,940

Shigella spp.

Staphylococcus aureus 145,000

Streptococcus pneumoniae 91,900 2,310 1,850 2,570
All pathogens 859,000 170,000 9,930 173,000 1,150 6,370 107,000 76,600 1,090
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Canada

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

4,830 5,200 1,890

Acinetobacter baumannii

[N
©
[
(@]

5,910

1,120 72.4 562

Citrobacter spp.

Enterobacter spp.

2,060 1,320 3,540

Enterococcus faecalis 5,830 5,450 686

Enterococcus faecium

~
[
o
o

Other enterococci 1,300 1,070 462
Escherichia coli
Group A Streptococcus
Group B Streptococcus 139
Haemophilus influenzae - Counts
. <2.5k
Klebsiella pneumoniae 4,150 474 3,310 . 2 Bk — <BK
B sk - <10k
Morganella spp. 10k — <25k
-<
: . 25k — <75k
Mycobacterium tuberculosis 1.47 18.5
I 75k - <150k
. . >=
Neisseria gonorrhoeae . 150k

Proteus spp.

Pseudomonas aeruginosa 1,250 7,380 7,940 8,410

Salmonella Typhi . 65.5

Non-typhoidal Salmonella
Serratia spp.

Shigella spp.
Staphylococcus aureus

Streptococcus pneumoniae

All pathogens  [P2LERe) 7,440
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Canada

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 5,840 135 542 153 317

Citrobacter spp.

[EEY
a1
W
o

Enterobacter spp.

Enterococcus faecalis

I
[y
w
o

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

=
o
a1

Neisseria gonorrhoeae

Proteus spp.

.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

8,500

All pathogens 2,770 2,520 2,590 5,470 5,820 0.371 3,890 3,780
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Chile

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

- 4,030 2,490 5,240

2,270 557

Acinetobacter baumannii 9,460

Citrobacter spp. 1,110 47.9

Enterobacter spp.

Enterococcus faecalis 2,660

Enterococcus faecium

Other enterococci 2,050 1,800 797

\l
©
o
o

Escherichia coli 1,680

Group A Streptococcus

Group B Streptococcus 937

Haemophilus influenzae 73.6 Counts

. <2.5k
Klebsiella pneumoniae 4,260 . 2 Bk — <BK
B sk - <10k
Morganella spp. 222 8.5 12 10K — <25k
-<
: . 25k — <75k
Mycobacterium tuberculosis 305 252 192 (Y .
75k — <150k
. . >=
Neisseria gonorrhoeae . 150k

0.345 82.2
2,320 1,470

149

Proteus spp.

Pseudomonas aeruginosa 5,530

Salmonella Typhi 19.2
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 4,480 4,710 1,120

1,440 581

7,390
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Chile

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 4,350 392

0.648 2,070 179 5.01 1,580

Citrobacter spp.

Enterobacter spp. 1,860 44.4

Enterococcus faecalis

Enterococcus faecium

N
N
NS
(@]

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae 971
Morganella spp.
Mycobacterium tuberculosis 37.9
Neisseria gonorrhoeae
Proteus spp. 51.3

Pseudomonas aeruginosa 131

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus 111
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Counts
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Colombia

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

1,430 2,490 1,420 1,750

9,180 2,910

Acinetobacter baumannii

Citrobacter spp. 3,460

Enterobacter spp. 2,940

Enterococcus faecalis

1,270

1,040

Enterococcus faecium

Other enterococci 2,850

Escherichia coli 91,000 2,940 80,800 4,350

Group A Streptococcus 2,200

Group B Streptococcus 9,230

Haemophilus influenzae 2,570 2,410

1,820 215

419 Counts

. <2.5k
Klebsiella pneumoniae 9,920 . » 5K - <5k
B sk - <10k
Morganella spp. 208 10k — <25k
-<
: . 25k — <75k
Mycobacterium tuberculosis 836 2,430 254 382 .
75k — <150k
. . >=
Neisseria gonorrhoeae 98.4 . 150k

Proteus spp.

170

Pseudomonas aeruginosa

1,250

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp. 5,880 2,120

Shigella spp. 853

1,590

2,980 3,330 2,810 1,330
853
8,100 3,090 2,820

Staphylococcus aureus 78,400

Streptococcus pneumoniae 5,960 3,060
All pathogens  [EEXEXI 88,800 79,600 | 149,000 | 136,000 | 173,000 | 77,300 | 196,000 84,300 2,430 254 173,000 382
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

1,080

1,680

427

135

1,850

All pathogens 123,000 3,060 2,230 3,580 4,590

3,020 1,000 5,240

Colombia

4,140
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2,220

5,290

312

1,530 5,520

1,070
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2,300
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9.72

145

497

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

1,300

21.8

1,300
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971

2,920
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
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Costa Rica

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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Cuba

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

3,480 1,730 3,460 2,850 3,550

Acinetobacter baumannii
Citrobacter spp. -
Enterobacter spp. 7,310 “

498

Enterococcus faecalis

Enterococcus faecium 2,480

Other enterococci 1,810 476
Escherichia coli 908
Group A Streptococcus 1,390
Group B Streptococcus 2,650 375 109

Haemophilus influenzae
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Cuba

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 7,530 625 374 2,430
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Citrobacter spp. 49.1
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Enterobacter spp. 61.3

Enterococcus faecalis
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Other enterococci
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella 0.522

Serratia spp. 18.7

Shigella spp. 0.111

Dominica

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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Dominican Republic

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

Acinetobacter baumannii

Citrobacter spp.

1’280
1,120

Enterobacter spp.

Enterococcus faecalis 4,510

Enterococcus faecium 8,320
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Group A Streptococcus
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Dominican Republic

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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Acinetobacter baumannii 5,350 476 1,810

Citrobacter spp.
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae
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Ecuador

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 5,850 617 29.6 0.695 3,200
Enterobacter spp. 2,530 . 1,050

Enterococcus faecalis 1,330
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Citrobacter spp. 148
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Enterococcus faecium 3,270

Other enterococci 957

Escherichia coli 1,610 2,690

Group A Streptococcus
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Haemophilus influenzae 13

(0]
Klebsiella pneumoniae - 4,250 3,140
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus
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1,010

202

26.9

El Salvador

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus
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DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
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Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.194

©
ol
iy

0.017

0.168

0.505

0.008

9.29

&
S

0.029

(\
Q~\
©

Counts

- <2.5k



Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Guatemala

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
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Guatemala

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Citrobacter spp. . -
Enterobacter spp. 3,690 . 1,100
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Guyana

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

Acinetobacter baumannii 1,490 968 1,460 1,120 1,080 1,190 1,210 1,270

Citrobacter spp.

Enterobacter spp. 379
Enterococcus faecalis
Enterococcus faecium

Other enterococci

Escherichia coli
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Guyana

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii
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Haiti

DALYs (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

4,240 3,760 2,090

6,000

Acinetobacter baumannii

Citrobacter spp. 6,020 1,740 2,710
Enterobacter spp. 7,730 9,110

Enterococcus faecalis

Enterococcus faecium

Other enterococci

~
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Escherichia coli

Group A Streptococcus 2,400

Group B Streptococcus

Haemophilus influenzae 8,890

1,640 2,710

7,720 2,330
2,760 1,650 2,660 4,890 6,290 1,890

1,810

Klebsiella pneumoniae 95,200

Morganella spp. 147

Mycobacterium tuberculosis 1,130 555 164 90.2

Neisseria gonorrhoeae 143

Proteus spp. 4,960 4,790
Pseudomonas aeruginosa 9,700

Salmonella Typhi

14

©
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©
o

Non-typhoidal Salmonella 113

8,760

Serratia spp.

Shigella spp. 1,810

Staphylococcus aureus

Streptococcus pneumoniae 141,000 116,000
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Haiti

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 928

48
23 286

1,280 1,980 1,980 764

2,120

Citrobacter spp. 1,700

7

Enterobacter spp. 7,160

Enterococcus faecalis 2,350
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Enterococcus faecium 2,290

Other enterococci 1,480

31

1,380

Escherichia coli

Group A Streptococcus 2

Group B Streptococcus 5,420 3,550 226
Haemophilus influenzae 2,060 967
Counts
B 25k - <sk
Morganella spp. 16.8 . 5k — <10k
10k — <25k
Mycobacterium tuberculosis 315 44.2 53.8 25k — <75k

I 75k - <150k

Neisseria gonorrhoeae

Proteus spp. 586 34.2

Pseudomonas aeruginosa 7,440 272 1,700

100

Salmonella Typhi 293
Non-typhoidal Salmonella
Serratia spp.
Shigella spp.
Staphylococcus aureus 3,320 174
Streptococcus pneumoniae 1,170 5,440 6,050 2,390 3,080 9,540
All pathogens 135,000 6,660 1,800 7,150 4,750 3,770 5,480 8,110 3,310 1,100
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Honduras

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

Acinetobacter baumannii 8,550

Citrobacter spp. 1,110 56.7 481 418

3,360

Enterobacter spp. 6,220 1,270 3,150

3,620

1,980

Enterococcus faecalis 3,430 3,100 592

Enterococcus faecium

8,530

8,450

N
©
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o

Other enterococci 2,970 183

Escherichia coli 2,070

Group A Streptococcus
801

Group B Streptococcus 190

Haemophilus influenzae 558 197 Counts

. <2.5k
Klebsiella pneumoniae 2,330 . 2 Bk — <BK
B sk - <10k
Morganella spp. 87.6 10k — <25k
-<
: . 25k — <75k
Mycobacterium tuberculosis 2,530 964 710 156 .
75k — <150k
Neisseria gonorrhoeae 37.8 . >=150k

6,890 8,180 7,590 6,370 7,880

1,240 198

Pseudomonas aeruginosa

Salmonella Typhi 1,410
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©
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Non-typhoidal Salmonella 19.6 19.6

Shigella spp. 772 772

Staphylococcus aureus

Streptococcus pneumoniae 2,440 3,780 1,880
All pathogens  [N{eNe[e[4]

9,440 309
3,060 156

198 964
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Honduras

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 3,880 360 26.8 . 80.6 1,260

Citrobacter spp. : 64.3 51.6

Enterobacter spp. 1,430

Enterococcus faecalis

Enterococcus faecium 2,130
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Other enterococci 605

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.
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Staphylococcus aureus

“ 89. 1
-

Streptococcus pneumoniae
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

6,510

1,090
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2,690
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4,870

4,220

7,070

5,740

-

4,780

5,320 8,250

5,410

4,000

3,400

5,490 6,140 6,070
1,110

0.184

1,110

Jamaica

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

5,350

1,030

1,270

2,220 3,070

155

0.685 0.183

335

1,160

=
~
©
(@)

4,540

1,960

1,540
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Jamaica

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

2,060 180 119 11.6 933 65.5 662

84.4 12.8

123

17.7
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Mexico

DALYs (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

123,000 133,000 122,000 137,000 134,000
1,640 1,240 1,440

Acinetobacter baumannii 140,000 133,000

Citrobacter spp. 7,270 5,610 2,110

147,000

Enterobacter spp.

Enterococcus faecalis

5,630

Enterococcus faecium 111,000 110,000

Other enterococci

Escherichia coli 409,000 320,000 303,000

380,000

309,000

269,000

Group A Streptococcus 5,080

5,080

5,530 865

Group B Streptococcus

Haemophilus influenzae

1,170

Klebsiella pneumoniae  [AsNelo] 212,000 98,900

102,000 217,000

174,000
1,040 896

1,490
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Morganella spp.

Mycobacterium tuberculosis

4,080 5,640

Neisseria gonorrhoeae

Proteus spp. 6,670 9,260

Pseudomonas aeruginosa 169,000 81,900 98,800
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86,100 122,000 80,600

7,160

250
3,910 3,310 3,200
0.8

8

Salmonella Typhi 6,290

250

2,960 2,500
0

8

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. .8

Staphylococcus aureus  [EeHINe[el0) 163,000 219,000

255,000
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o
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Streptococcus pneumoniae 114,000 9,480 120,000 191,000 173,000
A\ e=Nialole[STalSI 1,970,000 | 372,000 416,000 275,000 681,000 449,000 808,000 259,000 | 1,060,000 4,080 394,000 1,030 5,640 255,000 192,000 1,040 664,000
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Mexico

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 5,130 2,080
Enterobacter Spp. 1,180 7,080 4,330 2,130 1,440 625

Enterococcus faecalis 1,720

Enterococcus faecium 6,870

7,030 3,100

Other enterococci 9,950

Escherichia coli 110,000 3,630 2,690

Group A Streptococcus 489

7,850 2,100

Group B Streptococcus 6,270 238
Haemophilus influenzae 2,040 Counts
_ _ . <2.5k
Klebsiella pneumoniae 5,190 9,460 . 2 Bk — <BK
. " B sk - <10k
organella spp.
10k — <25k
: . 25k — <75k
Mycobacterium tuberculosis 3,080 276 526
I 75k - <150k
Neisseria gonorrhoeae . >=150k
Proteus spp. 1,550 856

Pseudomonas aeruginosa
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128

Salmonella Typhi 1,400

40. 40.6

6

15.4

Non-typhoidal Salmonella
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o
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Serratia spp.

Shigella spp. 15.4

Staphylococcus aureus 86,400 7,230

8,460 1,170 1,260

Streptococcus pneumoniae 956 4,220
All pathogens 511,000 4,960 88,400 87,100 4,150 123,000 3,080 276 526
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Nicaragua

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

3,910 4,870 4,360 4,810 5,070 5,010 4,730

Enterococcus faecalis 1,760

Acinetobacter baumannii 5,310

Citrobacter spp.

1,100

U
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o
o

Enterococcus faecium

o
w
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o

Other enterococci 1,670

I
o3}
®
S

Escherichia coli

693 6,840

Group A Streptococcus

320

Group B Streptococcus 72.9

Haemophilus influenzae
Counts

8,170 . <2.5k
B 25k - <sk
B sk - <10k

Klebsiella pneumoniae

1,010

Morganella spp.

10k — <25k
Mycobacterium tuberculosis 206 18.6 32.7 25k — <75k
I 75k - <150k
Neisseria gonorrhoeae :

228 618

5,420 3,700 2,930 3,330

286 65.8

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

4.89

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 8,300 2,110 3,210 1,180 67

4,280
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Nicaragua

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 1,700 163

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium 1,080

Other enterococci 361

Escherichia coli 3,850

Group A Streptococcus 60.5

Group B Streptococcus

Haemophilus influenzae .
168 505 439
Morganella spp. . 5.25
111 4.89

5.2
.
Pseudomonas aeruginosa 1,810 45.8 , 347

Salmonella Typhi

Klebsiella pneumoniae

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Non-typhoidal Salmonella
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Serratia spp.

45.7 15.4

Shigella spp.

Staphylococcus aureus

3,710 63.8
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Panama

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

Acinetobacter baumannii 3,330 994 , 2,420 2,760

Citrobacter spp.

Enterobacter spp. 1,760

Enterococcus faecalis

Enterococcus faecium

2,130 2,110

Other enterococci 1,020

Escherichia coli

w
~
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Group A Streptococcus

Group B Streptococcus 23.1

Haemophilus influenzae

Counts

e B <25
B 25 - <sk
B sk - <10k

10k — <25k
25k — <75k

Klebsiella pneumoniae

Morganella spp.

347 260 55.4

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa 3,510

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

l

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae 1,210 1,120 - - 2,840 2,170
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Panama

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

12.4
.

Acinetobacter baumannii 998 46.1

Citrobacter spp. 70.2

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli 19.8

Group A Streptococcus

Group B Streptococcus 5.42
Haemophilus influenzae
Klebsiella pneumoniae . 227
Morganella spp.
Mycobacterium tuberculosis 318 194 69.3 32.7

Neisseria gonorrhoeae

13.8

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella 0.636
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Shigella spp. 22
Staphylococcus aureus 2,130 1,740 24.7
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

6,840

3,110

=
©O
©O
(@]

[EEY
©
N
o

1,570
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4,910

1,450

78.9 1,530

1,940

4,070

5,940 5,940 6,220 6,440
21010
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2,260
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Streptococcus pneumoniae 9,230
All pathogens 90,400
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Paraguay

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

6,390

6,400

KZ 0]
559
1,700
4,450
1,910
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Paraguay

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 2,170 205 112 9.72 965 49.1 27.7 806

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus 8.93
Haemophilus influenzae
Klebsiella pneumoniae - 439 Counts
. <2.5k
Morganella spp. . 2.5k — <5k
B sk - <10k
Mycobacterium tuberculosis 320 27.9 54.9 10k — <25k

Neisseria gonorrhoeae

25.7

Proteus spp.

Pseudomonas aeruginosa 2,040

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

3,750 52.6
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Peru

DALYs (count) associated with bacterial antimicrobial resistance by pathogen—drug combinations, 2019

1,540

Acinetobacter baumannii

Citrobacter spp. 1,820

Enterobacter spp.

82 620
7,610 842

8,410

Enterococcus faecalis 8,050

Enterococcus faecium

Other enterococci 9,070

9,050 2,830

Escherichia coli 83,800 75,300 2,970

Group A Streptococcus 1,660

2,500

Group B Streptococcus 9,990 511
Haemophilus influenzae 5,450 418 Counts
B <=«
Klebsiella pneumoniae 87,500 77,100 81,600 3,890 80,900 . 2 Bk — <BK
Bk -<
B sk - <10k
Morganella spp. 170 165 10K — <25k
-<
: . 25k — <75k
Mycobacterium tuberculosis 4,170 931 1,670 .
75k — <150k
Neisseria gonorrhoeae 147 . >=150k

1,500 2,120 3,020

1,570

2,650

Proteus spp. 6,080

331 5,750

Pseudomonas aeruginosa

Salmonella Typhi 1,740 188

Non-typhoidal Salmonella 2,650

Serratia spp. 4,110

Shigella spp. 334

Staphylococcus aureus 112,000

89,600 98,800

Streptococcus pneumoniae 106,000 3,090

All pathogens  [RZXENN0 000 | 86,400 188,000 | 89,900 | 186,000 306,000 | 4,170 | 184,000 92,500 258,000 1,670
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Peru

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 9,660 855 . 30 3,730

Citrobacter spp.

Enterobacter spp. 2,760 . 269
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Enterococcus faecalis

Enterococcus faecium
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Other enterococci

Escherichia coli 5,420

Group A Streptococcus

428

Group B Streptococcus 97.2

Haemophilus influenzae

Klebsiella pneumoniae 1,370 1,070 7,830

Morganella spp.

Counts

3,360 . <2.5k
B 25k - <sk
B sk - <10k

10k — <25k
. 75k — <150k

Mycobacterium tuberculosis

Neisseria gonorrhoeae

115

Proteus spp.

Pseudomonas aeruginosa 5,270 -- 3,150

Salmonella Typhi 23.9
Non-typhoidal Salmonella 454
Staphylococcus aureus 3,190
Streptococcus pneumoniae - - 3,330
All pathogens 140,000 9,710 1,290 2,900 4,430 1,130 - 7,370 - 5,660 3,070 -
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

175

0.581

153

Saint Kitts and Nevis

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

142 156 167 165 172

0.835

0.141 0.083 0.562

0.004

0.191

0.409
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

5.14

12.8

5.72
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0.403

0.058

0.245

0.075

0'135

43.7

Saint Kitts and Nevis

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.461 0.701 0.206

0.245

0.018

0.014

0.732

0.425 0.501 0.726 0.436
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0.104

0.197

0.026

0.205
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0.024

4.2
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Saint Lucia

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

464

301 400 391 385 418 407 405

=
o

76.7

225

Counts

- <2.5k

. 2.5k — <5K
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

146 12.6
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1.67 0.892

0.159

Saint Lucia

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0.955

215

0.047 0.042 0.302

0.003 0.156

0.839
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0.786
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Saint Vincent and the Grenadines

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

341 218 282 295 300

3.36

76.7

(I
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Klebsiella pneumoniae 189
Counts
Morganella spp. 0.286
- <2.5k
Mycobacterium tuberculosis 1.06 0.12 0.166
Neisseria gonorrhoeae
Proteus spp. 20.2
Pseudomonas aeruginosa 75.4
Salmonella Typhi 4.71
Non-typhoidal Salmonella - -
Serratia spp. 21.5
Staphylococcus aureus 95.1 177 39.2
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

107

9.26

Saint Vincent and the Grenadines

4.46

1.27

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

37.9

10.4

0.413

Haemophilus influenzae
Klebsiella pneumoniae 64.2 9.56
Counts
Morganella spp.
- <2.5k
Mycobacterium tuberculosis - 0.58 0.031 0.096
Neisseria gonorrhoeae - -
Salmonella Typhi 0.958
Non-typhoidal Salmonella - -
Staphylococcus aureus 82.4
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Suriname

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

1,100 1,580 1,250 1,280 1,360 1,460 1,480

Acinetobacter baumannii 1,670

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

402 1,670 1,380 179

Group A Streptococcus

Group B Streptococcus

17.6

144 1,170

Haemophilus influenzae

1,270 Counts

. <2.5k
B 25k - <sk

B sk - <10k

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis
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Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
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Serratia spp.

Shigella spp.

1,580

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens



Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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463

46.7

62.4

Suriname

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

516

389

9.94

The Bahamas

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

493 454 513

93.4 71.4

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus
Group B Streptococcus
Haemophilus influenzae

Klebsiella pneumoniae Counts
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Morganella spp.

Mycobacterium tuberculosis
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Neisseria gonorrhoeae
Proteus spp.
Pseudomonas aeruginosa
Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.

Staphylococcus aureus 1,070

Streptococcus pneumoniae
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All pathogens 5,830
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

The Bahamas

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

0'193
0.884

165 16.1

51.4
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&2 N

0.087 0.189 0.639
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30.1

0.874

37.1

0.868

Counts
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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1,440

518 3,500

Trinidad and Tobago

1,910 1,550 1,630 1,680 1,860

328

4,000 3,960 3,080 7,980 4,800 7,380 3,030

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
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Trinidad and Tobago

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

5.04
|

Acinetobacter baumannii 641

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci 97.9

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

139

Klebsiella pneumoniae
Counts

- <2.5k

B sk - <10k

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella
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Serratia spp.

Shigella spp.

83.6

Staphylococcus aureus

Streptococcus pneumoniae
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

United States of America

DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

188,000 122,000 182,000 242,000 186,000 179,000

266,000 121,000

2,350

1,040

1,710

5,810

7,960

96,800
78,400

295,000

629,000 133,000 565,000

154,000

288,000

323,000
7,970
1,430

115,000 91,900
1‘040

152,000 170,000 118,000 189,000

1,690

252,000

296,000

447,000 7,950 184,000

208,000

161,000

108,000

1,490

3,190 646 163

2,280

230

296,000

106,000

1,920

3-14
4,540 8,270 3,590 9,370 1,880 6,920

1,720

275

1,720

944,000

557,000
Streptococcus pneumoniae 243,000 85,500 146,000 160,000 105,000
AV alolo [T ISI 3,390,000 | 424,000 610,000 384,000 758,000 487,000 785,000 337,000 1,830,000 2,280 1,070,000 646,000 162,000 623,000 293,000
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5,590

Counts
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United States of America

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 82,100 5,240
Citrobacter spp. 4,210

Enterobacter spp.

1,700

Enterococcus faecalis 4,770

Enterococcus faecium

Other enterococci

ieg
D)
©
o

3,460 4,810

Escherichia coli 141,000

8,590 2,580

Group A Streptococcus 3,390

Group B Streptococcus 1,250 408

Haemophilus influenzae 3,120

Counts

2,690

<2.5k
Klebsiella pneumoniae 8,060 7,230 6,640 = 2 Bk — <BK
. " a1 B sk - <10k
organella spp.
10k — <25k
: . 25k — <75k
Mycobacterium tuberculosis 345 24.8 93.6 .
75k — <150k
Neisseria gonorrhoeae 235 . >=150k

Pseudomonas aeruginosa 1,590 3,580

Salmonella Typhi

0.338

261

Non-typhoidal Salmonella

Serratia spp.

Shigella spp. 261

Staphylococcus aureus  [P#LRe)

167,000 4,170 2,420
244 2,790 6,280 8,500
- 9

Streptococcus pneumoniae
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Uruguay

4,110 2,710 4,000 3,480

3,840 3,130 3,510
-
-

3,910

1,500

9,560 1,400 2,890

3,140

8,860

6,640

6,110 1,320 5,930
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DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens

Uruguay

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

1,310 115 44.2 28.2 433
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Acinetobacter baumannii

Citrobacter spp.

Enterobacter spp.

Enterococcus faecalis

Enterococcus faecium

Other enterococci

Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.

Mycobacterium tuberculosis

Neisseria gonorrhoeae

Proteus spp.

Pseudomonas aeruginosa

Salmonella Typhi

Non-typhoidal Salmonella

Serratia spp.

Shigella spp.

Staphylococcus aureus

Streptococcus pneumoniae

All pathogens
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Venezuela

814

6,110

9,220

3,250

8,920
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2,640
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DALY (count) associated with bacterial antimicrobial resistance by pathogen—-drug combinations, 2019

902

3,030

1,920

235
1,040 400 167
2,700
104
1,610 675
2 N Q & & X - N Q
N SN <& S & <& > ¥ &
© & > N S ® 4 $ >
N\ S -4 N $W© +
\’Z§\ &QQ
N W
< o
)
N &

Counts

<2.5k

2.5k — <5k
5k — <10k
10k — <25k
25k — <75k
75k — <150k
>=150k



Venezuela

DALY's (count) attributable to bacterial antimicrobial resistance by pathogen—drug combinations, 2019

Acinetobacter baumannii 1,530
Citrobacter spp.

Enterobacter spp.
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Other enterococci
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Escherichia coli

Group A Streptococcus

Group B Streptococcus

Haemophilus influenzae

Klebsiella pneumoniae

Morganella spp.
Mycobacterium tuberculosis
Neisseria gonorrhoeae
Proteus spp.
Pseudomonas aeruginosa
Salmonella Typhi
Non-typhoidal Salmonella
Serratia spp.

Shigella spp.
Staphylococcus aureus
Streptococcus pneumoniae

All pathogens
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