


Figure S3: L1 ASP associated genes were involved in cancer pro-
gression through multiple pathways.
A. GO/KEGG enrichment analysis was performed to identify the bio-
logical pathways and functions associated with the L1 ASP associated 
genes.
B. Visualizing GO/KEGG enrichment analysis of the L1 ASP associated 
genes in a scatter plot.
C. GSEA enrichment analysis was carried out to investigate the relation-
ship between L1 ASP associated genes expression and specific gene 
sets.
D. Visualizing GSEA enrichment analysis of L1 ASP associated genes 
in a Ridge plot


