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Fig. S5 - Differential expression analysis between the immune poor and immune rich regions on sample from patient HCC1-R. The volcano plot (left panel)
represents the up-regulated genes in the immune poor tumor region (genes on the left) and in the immune rich tumor region (genes on the right). Most of the
markers in the immune poor region are HCC or common tumor markers while the immune rich region up-regulates immune related genes. The gene set

enrichment analysis (GSEA - right panel) revealed that the immune rich tumor expresses genes associated with immune response, while the immune poor tumor
expresses genes from metabolic and cell proliferation pathways.



