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Supplementary Figure 1. Uncropped versions of gels/western blots of this study
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Supplementary Table 1. Yeast strains used in this study 
Strain name Source Identifier 
YPH499 MATa ura3-52 lys2-801_amber ade2-101_ochre trp-∆63 his3-∆200 leu2-
∆1 

LGC 
Standards/ATCC 

1501 

YPH499 tim17::ade2 [pYEp352-MET25pr-TIM17-CYC1t] Ref. 21 - 
YPH499 tim23::ade2 [pYEp352-MET25pr-TIM23-CYC1t] This study - 
YPH499 tom22::his3 [pYEp352-MET25pr-TOM22-CYC1t] Ref. 56 2281 
YPH499 tim17::hphNT1 tim23::ade2 [pYEp352-MET25pr-TIM23-CYC1t, 
pYEp352(HIS)-MET25pr-TIM17-CYC1t] 

This study - 

YPH499 tom22::his3 KanMX6GAL1-TIM17 [pYEp352-MET25pr-TOM22-CYC1t] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17A] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17S] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17L] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17N] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17T] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17F] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17R] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76A] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76S] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76T] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76L] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76F] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76N] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76R] This study - 
YPH499 tim17::ade2 [pFL39-Tim17E126A] This study - 
YPH499 tim17::ade2 [pFL39-Tim17E126Q] This study - 
YPH499 tim17::ade2 [pFL39-Tim17E126F] This study - 
YPH499 tim17::ade2 [pFL39-Tim17E126R] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17A_D76A] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D17A_E126A] This study - 
YPH499 tim17::ade2 [pFL39-Tim17D76A_E126A] This study - 
YPH499 tim17::ade2 [pFL39-Tim17N64L_S73L_T74L] This study - 
YPH499 tom22::his3 [pFL39-Tom22-Tim17] This study - 
YPH499 tom22::his3 [pFL39-Tom22-Tim17Linker-2xStrep] This study - 
YPH499 tom22::his3 [pFL39-Tom22-HisSUMO*Tim23] This study - 
YPH499 tom22::his3 KanMX6GAL1-TIM17 [pFL39-Tom22] This study - 
YPH499 tom22::his3 KanMX6GAL1-TIM17 [pFL39-Tom22-Tim17WT] This study - 
YPH499 tom22::his3 KanMX6GAL1-TIM17 [pFL39-Tom22-Tim17D17A_D76A] This study - 
YPH499 tom22::his3 KanMX6GAL1-TIM17 [pFL39-Tom22-Tim17D17A_E126A] This study - 
YPH499 tom22::his3 KanMX6GAL1-TIM17 [pFL39-Tom22-Tim17D76A_E126A] This study - 
YPH499 tom22::his3 KanMX6GAL1-TIM17 [pFL39-Tom22-Tim17D17A_D76A_E126A] This study - 
YPH499 tom22::his3 KanMX6GAL1-TIM17 tim21::Tim21ProteinA-TEV-7HisNatNT2 
[pFL39-Tom22] 

This study - 

YPH499 tom22::his3 KanMX6GAL1-TIM17 tim21::Tim21ProteinA-TEV-7HisNatNT2 
[pFL39-Tom22-Tim17D17A_D76A] 

This study - 

YPH499 tom22::his3 KanMX6GAL1-TIM17 [pFL39-Tom22-Tim17D17A_D76A] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-HisSUMO*Tim23-Tim172xStrep] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17SCF] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17D17C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17M24C] This study - 



 
 

YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17K36C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17N64C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17F72C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17D76C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23CF-Tim17E126C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23G100C-Tim17SCF] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23V104C-Tim17SCF] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23I111C-Tim17SCF] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23S115C-Tim17SCF] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23N163C-Tim17SCF] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23C213-Tim17SCF] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23WT-Tim17SCF_N16C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23I154C-Tim17SCF_F22C] This study - 
YPH499 tim23::ade2 tim17::hphNT1 [pFL39-Tim23L109C-Tim17SCF_V67C] This study - 

  



 
 

Supplementary Table 2. Plasmids used in this study 
Plasmid Source Identifier 
pGEM4Z-b2(84)-DHFR Ref. 48 B27 
pGEM4Z-b2(84)-DHFR_R47C This study - 
pGEM4Z-b2(84)-DHFR_K48C This study - 
pGEM4Z-b2(84)-DHFR_R49C This study - 
pGEM4Z-b2(84)-DHFR_T50C This study - 
pGEM4Z-b2(84)-DHFR_Q51C This study - 
pGEM4Z-b2(84)-DHFR_S52C This study - 
pGEM4Z-b2(84)-DHFR_W53C This study - 
pGEM4Z-b2(84)-DHFR_T54C This study - 
pGEM4Z-b2(110)∆-DHFR Ref. 14 2336 
pGEM4Z-b2(110)∆-DHFR_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_S47C_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_S48C_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_V49C_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_A50C_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_Y51C_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_L52C_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_N53C_C86S This study - 
pGEM4Z-b2(110)∆-DHFR_W54C_C86S This study - 
pGEM4Z-b2(167)∆-DHFR Ref. 48, 59 B04 
pGEM4Z-b2(167)-DHFR Ref. 63 B03 
pGEM4Z-F1b Wiedemann lab F01 
pGEM4Z-pSu9(1-69)-DHFR Wiedemann lab S02 
pGEM4Z-b2(220)∆-DHFR Wiedemann lab B18 
pGEM4Z-b2(220)-DHFR Ref. 14 B46 
pGEM4Z-Cytochrome c1 Wiedemann lab C03 
pGEM4Z-Aac2 Wiedemann lab 1039 
pFL39-Tim17 Ref. 21 - 
pFL39-Tom22 Ref. 56 1409 
pFL39-Tom22-Tim17 This study - 
pFL39-Tim17D17A This study - 
pFL39-Tim17D17S This study - 
pFL39-Tim17D17L This study - 
pFL39-Tim17D17N This study - 
pFL39-Tim17D17T This study - 
pFL39-Tim17D17F This study - 
pFL39-Tim17D17R This study - 
pFL39-Tim17D76A This study - 
pFL39-Tim17D76S This study - 
pFL39-Tim17D76T This study - 



 
 

pFL39-Tim17D76L This study - 
pFL39-Tim17D76F This study - 
pFL39-Tim17D76N This study - 
pFL39-Tim17D76R This study - 
pFL39-Tim17E126A This study - 
pFL39-Tim17E126Q This study - 
pFL39-Tim17E126F This study - 
pFL39-Tim17E126R This study - 
pFL39-Tim17D17A_D76A This study - 
pFL39-Tim17D17A_E126A This study - 
pFL39-Tim17D76A_E126A This study - 
pFL39-Tim17D17A_D76A_E126A This study - 
pFL39-Tim17C118G_C120V This study - 
pFL39-Tim17N16C_C118G_C120V This study - 
pFL39-Tim17L121C_C118G_C120V This study - 
pFL39-Tim17V124C_C118G_C120V This study - 
pFL39-Tim17N64L This study - 
pFL39-Tim17S114L This study - 
pFL39-Tim17M24D_G69D_C118E This study - 
pFL39-Tim17D17A_M24D_G69D_D76A_C118E_E126A This study - 
pFL39-Tim17G28D_F65D_S114E This study - 
pFL39-Tim17D17A_G28D_F65D_D76A_S114E_E126E This study - 
pFL39-Tim17D95A_D96A_D167A This study - 
pFL39-Tim17D95A_D96A_D167A_E221A This study - 
pFL39-Tim17D95A_D96A_D167A_G100D_N163D_C213D This study - 
pFL39-Tom22-Tim17D17A_D76A This study - 
pFL39-Tom22-Tim17D17A_E126A This study - 
pFL39- Tom22-Tim17D76A_E126A This study - 
pFL39-Tom22-Tim17D17A_D76A_E126A This study - 
pFL39-Tom22-Tim17GGGG-A-GGGG(Linker)-2xStrep This study - 
pFL39-Tom22- HisSumo*Tim23 This study - 
pFL39-Tim23-Tim17 This study - 
pFL39-HisSumo*Tim23-Tim17Linker-2xStrep This study - 
pFL39-Tim23G100D_N163D_C213D-Tim17D17A_D76A_E126A This study - 
pFL39-Tim23CF-Tim17SCF This study - 
pFL39-Tim23CF-Tim17SCF_D17C This study - 
pFL39-Tim23CF-Tim17SCF_M24C This study - 
pFL39-Tim23CF-Tim17SCF_K36C This study - 
pFL39-Tim23CF-Tim17SCF_N64C This study - 
pFL39-Tim23CF-Tim17SCF_F72C This study - 
pFL39-Tim23CF-Tim17SCF_D76C This study - 
pFL39-Tim23CF-Tim17SCF_E126C This study - 



 
 

pFL39-Tim23CF_G100C -Tim17SCF This study - 
pFL39-Tim23CF_V104C -Tim17SCF This study - 
pFL39-Tim23CF_I111C -Tim17SCF This study - 
pFL39-Tim23CF_S115C -Tim17SCF This study - 
pFL39-Tim23CF_N163C -Tim17SCF This study - 
pFL39-Tim23CF_C213 -Tim17SCF This study - 
pFL39-Tim23WT -Tim17SCF_N16C This study - 
pFL39-Tim23CF_I154C -Tim17SCF_F22C This study - 
pFL39-Tim23CF_L109C -Tim17SCF_V67C This study - 
pSUMO-His14-SUMO-Jac1-sfGFP Ref. 20 - 
pSUMO-His14-SUMO-Cox5a(1-130)-sfGFP This study - 
pFA6a-hphNT1 Ref. 64  
pFA6a-kanMX6-PGAL1 Ref. 57 1437 
pFA6a-NatNT1-Protein A-TEV-7xHis This study 2724 

  



 
 

Supplementary Table 3. Primers used in this study 
Primer name Sequence 5’ à 3’ 
SP6 Tim17 fw GATCGATTTAGGTGACACTATAGAAGCGGCCACCATGTCAGCCGATCA

TTCGAGAGATCC 
Tim17 rev TAA CGTACGGATCCTTAAGCTTGCAGAGGTTGAGAGG 
SP6-Oxa1 TCGATTTAGGTGACACTATAGAATACGCCGCCGCCATGTTCAAACTCAC

CTCTCGAC 
Oxa1 rev GATCTCATTTTTTGTTATTAATGAAGTTTG 
WT DIC_SP6_Fwd TCGATTTAGGTGACACTATAGAATACGCCGCCGCCATGTCAACCAACG

CAAAAGAG 
DIC WT_Rev CTACTTGTCTTCCTTTGGCATG 
SP6-Cox5a_Fwd TCGATTTAGGTGACACTATAGAATACGCCGCCGCCATGTTACGTA 
sfGFP_Rev TTATTTATACAGCTCGTCCATGCC 
EcoRI_Tom22p_Fwd CAGTCGAATTCGGCTGAAGATATCTATAG 
EcoRI_Tom22t_Rev GACTGGAATTCCGCATCGGAAGTTCATAGAAG 
EcoRI_Tim17p_Fwd CAGTCGAATTCCGATGAAAACGGCAG 
EcoRI_Tim17t_Rev GACTGGAATTCAAGGAAGGAGAATACATCTGGC 
EcoRI_Tim23p_Fwd CAGTCGAATTCCAAGTATAAGTGTCATG 
EcoRI_Tim23t_Rev GACTGGAATTCCTTTAATTGGCCATCGAAAACAATAG 
Tim17_D17A fw CATACTAAATGCGTTCGGTGGTGCTTTTG 
Tim17_D17A rev CACCACCGAACGCATTTAGTATGACTATAG 

Tim17_D76A_fw GACTTTTGCGTGCGCTGTGAAGGCCGTTAG 

Tim17_D76A_rev CACAGCGCACGCAAAAGTCGAAAATAAAC 

Tim17_E126A_fw GTGTGATTGCAGGTGTGGGACTAATG 

Tim17_E126A_rev CCACACCTGCAATCACACCCAAC 

Tim17_D17R_fwd CATACTAAATAGATTCGGTGGTGCTTTTG 

Tim17_D17R_rev CCACCGAATCTATTTAGTATGACTATAG 

Tim17_D17N_fwd CATACTAAATAATTTCGGTGGTGC 

Tim17_D17N_rev CACCGAAATTATTTAGTATGACTATAG 

Tim17_D17F_fwd CATACTAAATTTTTTCGGTGGTGCTTTTG 

Tim17_D17F_rev CCACCGAAAAAATTTAGTATGACTATAG 

Tim17_D76R_fwd CGACTTTTAGATGCGCTGTGAAGG 

Tim17_D76R_rev CACAGCGCATCTAAAAGTCGAAAATAAAC 

Tim17_D76N_fwd CGACTTTTAATTGCGCTGTGAAG 

Tim17_D76N_rev CAGCGCAATTAAAAGTCGAAAATAAAC 

Tim17_D76F_fwd CGACTTTTTTTTGCGCTGTGAAG 

Tim17_D76F_rev CAGCGCAAAAAAAAGTCGAAAATAAAC 

Tim17_E126R_fwd GTGTGATTAGAGGTGTGGGACTAATG 

Tim17_E126R_rev CCACACCTCTAATCACACCCAAC 

Tim17_E126Q_fwd GTGTGATTCAAGGTGTGGGACTAATG 

Tim17_E126Q_rev CACACCTTGAATCACACCCAAC 



 
 

Tim17_E126F_fwd GTGTGATTTTTGGTGTGGGACTAATG 

Tim17_E126F_rev CCCACACCAAAAATCACACCCAAC 

Tim17_D17T_fwd CATACTAAATACTTTCGGTGGTGCTTTTG 

Tim17_D17T_rev CCACCGAAAGTATTTAGTATGACTATAGG 

Tim17_D17S_fwd CATACTAAATTCTTTCGGTGGTGCTTTTG 

Tim17_D17S_rev CCACCGAAAGAATTTAGTATGACTATAG 

Tim17_D17L_fwd CATACTAAATTTGTTCGGTGGTGCTTTTG 

Tim17_D17L_rev CCACCGAACAAATTTAGTATGACTATAGG 

Tim17_D76T_fwd CGACTTTTACTTGCGCTGTGAAG 

Tim17_D76T_rev CAGCGCAAGTAAAAGTCGAAAATAAAC 

Tim17_D76S_fwd CGACTTTTTCTTGCGCTGTGAAG 

Tim17_D76S_rev CAGCGCAAGAAAAAGTCGAAAATAAAC 

Tim17_D76L_fwd CGACTTTTTTGTGCGCTGTGAAGG 

Tim17_D76L_rev CACAGCGCACAAAAAAGTCGAAAATAAAC 

Tim17_C118G_C120V

_fwd 

CTGTTTTGTTGGGTGTGATTGAAGGTGTG 

Tim17_C118G_C120V

_rev 

CACCCGTGATCGAACTGTTCCTTGTATG 

Tim17_N16C_fwd GTCATACTATGTGATTTCGGTGGTG 

Tim17_N16C_rev CCGAAATCACATAGTATGACTATAGG 

Tim17_C118G_C120V

_L121C_fwd 

GTGCTGTTTGTTTGGGTGTGATTG 

Tim17_C118G_C120V

_L121C_rev 

CACACCCAAACAAACAGCACCCGTG 

Tim17_C118G_C120V

_V124C_fwd 

GTTGGGTTGTATTGAAGGTGTGG 

Tim17_C118G_C120V

_V124C_rev 

CCTTCAATACAACCCAACAAAACAG 

Tim17_N64L_fwd CTGGGTGGTTTGTTTGGTGTGTGGG 

Tim17_N64L_rev CACACCAAACAAACCACCCAGTACG 

Tim17_S114L_fwd CAAGGAACTTATCGATCACGTGTGCTTG 

Tim17_S114L_rev CGTGATCGATAAGTTCCTTGTATGCCTC 

pGal-Tim17_F4 ACTCCAGCATTATAAAGCATATCTAACAATACCATTCGGGTTATACTGA

ATAGCCGAATTCGAGCTCGTTTAAAC 

pGal-Tim17_R2 AAATCATTTAGTATGACTATAGGACATGGATCTCTCGAATGATCGGCTG

ACATTTTGAGATCCGGGTTTT 



 
 

Tim17_D17C_fwd TGTTTCGGTGGTGCTTTTGCCATG 

Tim17_D17C_rev ATTTAGTATGACTATAGGACATGGATC 

Tim17_M24C_fwd TGTGGTGCCATTGGTGGTGTTG 

Tim17_M24C_rev GGCAAAAGCACCACCGAAATC 

Tim17_K36C_fwd TGTGGTTTTAGAAATTCGCCATTAGGTG 

Tim17_K36C_rev AATCCCATGCCAAACAACACC 

Tim17_N64C_fwd TGTTTTGGTGTGTGGGGTGGTTTA 

Tim17_N64C_rev ACCACCCAGTACGGGAG 

Tim17_F72C_fwd TGTTCGACTTTTGATTGCGCTGTG 

Tim17_F72C_rev TAAACCACCCCACACACC 

Tim17_D76C_fwd TGTTGCGCTGTGAAGGCCG 

Tim17_D76C_rev AAAAGTCGAAAATAAACCACCCC 

Tim17_E126C_fwd TGTGGTGTGGGACTAATGTTTCAAAG 

Tim17_E126C_rev AATCACACCCAACAAAACAGCAC 

Tim17_F22C_fwd TGTGCCATGGGTGCCATTGG 

Tim17_F22C_rev AGCACCACCGAAATCATTTAGTAT 

Tim17_V67C_fwd TGCTGGGGTGGTTTATTTTCGACTTTTG 

Tim17_V67C_rev ACCAAAATTACCACCCAGTACG 

Tim17_M24D_Fwd CTTTTGCCGATGGTGCCATTGGTG 

Tim17_M24D_Rev CAATGGCACCATCGGCAAAAGCAC 

Tim17_G69D_Fwd GTGTGTGGGATGGTTTATTTTCGAC 

Tim17_G69D_Rev GAAAATAAACCATCCCACACACCAAAATTAC 

Tim17_C118E_Fwd CGATCACGGAAGCTTGTTTGTTGG 

Tim17_C118E _Rev CAAACAAGCTTCCGTGATCGAACTG 

Tim17_G28D_Fwd GTGCCATTGATGGTGTTGTTTGG 

Tim17_G28D_Rev CAACACCATCAATGGCACCCATG 

Tim17_F65D_Fwd GTGGTAATGATGGTGTGTGGGGTG 

Tim17_F65D_Rev CACACACCATCATTACCACCCAGTAC 

Tim17_S114E_Fwd CAAGGAACGAATCGATCACGTGTG 

Tim17_S114E_Rev GTGATCGATTCGTTCCTTGTATGC 

Tim23_G100C_fwd TGTACCGGTGCCGTCTACCTG 

Tim23_G100C_rev GTACAATAGGTCATCGGTCCAC 

Tim23_V104C_fwd TGTTACCTGCTGGGACTTGGTATCG 

Tim23_V104C_rev GGCACCGGTACCGTACAATAG 

Tim23_I111C_fwd TGTGGAGGGTTTTCTGGTATGATG 



 
 

Tim23_I111C_rev ACCAAGTCCCAGCAGGTAG 

Tim23_S115C_fwd TGTGGTATGATGCAGGGTCTGC 

Tim23_S115C_rev AAACCCTCCGATACCAAGTCC 

Tim23_N163C_fwd TGTTCTACAATAGATGCACTAAGAGG 

Tim23_N163C_rev GATGATATTGTAGCTCAACGCG 

Tim23_A213C_fwd TGTAGTGTCAAGAAAAGACTACTTGAAAAATG 

Tim23_A213C_rev CCAGACGGCAGCCGCAG 

Tim23_I154C_fwd TGTCTCGCGTTGAGCTACAATATCATC 

Tim23_I154C_rev CCCCGCATTATTACCTAAGAAGG 

Tim23_L109C_fwd TGTGGTATCGGAGGGTTTTCTGG 

Tim23_L109C_rev TCCCAGCAGGTAGACGGC 

Tim23_D95A 

D96A_Fwd 

GTGGACCGCTGCCCTATGTTACGGTAC 

Tim23_D95A 

D96A_Rev 

GTAACATAGGGCAGCGGTCCACCCACG 

Tim23_D167A_Fwd CTACAATAGCTGCACTAAGAGGCAAAC 

Tim23_D167A_Rev CTTAGTGCAGCTATTGTAGAATTG 

Tim23_E221A_Fwd GACTACTTGCAAAATGAGCAACACAAG 

Tim23_E221A_Rev GTTGCTCATTTTGCAAGTAGTCTTTTC 

Tim23_G100D_Fwd CTATGTTACGATACCGGTGCCGTC 

Tim23_G100D_Rev CACCGGTATCGTAACATAGGTCATC 

Tim23_N163D_Fwd CAATATCATCGATTCTACAATAGATG 

Tim23_N163D_Rev GTAGAATCGATGATATTGTAGCTC 

Tim23_C213D_Fwd GCCGTCTGGGATAGTGTCAAGAAAAGAC 

Tim23_C213D_Rev CTTGACACTATCCCAGACGGCGCAC 

b2-110d19-C86S for ATATTGATCACAACCCAACTATCATCGGGCTTGTTATGC 

b2-110d19-C86S rev GCATAACAAGCCCGATGATAGTTGGGTTGTGATCAATAT 

b2-84-R47C for GTCGTTCGAACAAGACTCATGCAAACGCACACAGTCATGGA 

b2-84-R47C rev TCCATGACTGTGTGCGTTTGCATGAGTCTTGTTCGAACGAC 

b2-84-K48C for AAGTCGTTCGAACAAGACTCAAGATGCCGCACACAGTCATGGACTG 

b2-84-K48C rev CAGTCCATGACTGTGTGCGGCATCTTGAGTCTTGTTCGAACGACTT 

b2-84-R49C for GTCGTTCGAACAAGACTCAAGAAAATGCACACAGTCATG 

b2-84-R49C rev CATGACTGTGTGCATTTTCTTGAGTCTTGTTCGAACGAC 

b2-84-T50C for GAACAAGACTCAAGAAAACGCTGCCAGTCATGGACTGCCTTGAGA 

b2-84-T50C rev TCTCAAGGCAGTCCATGACTGGCAGCGTTTTCTTGAGTCTTGTTC 

b2-84-Q51C for CGTTCGAACAAGACTCAAGAAAACGCACATGCTCATGGACTGCCTTG 



 
 

b2-84-Q51C rev CAAGGCAGTCCATGAGCATGTGCGTTTTCTTGAGTCTTGTTCGAACG 

b2-84-S52C for CAAGACTCAAGAAAACGCACACAGTGCTGGACTGCCTTGA 

b2-84-S52C rev TCAAGGCAGTCCAGCACTGTGTGCGTTTTCTTGAGTCTTG 

b2-84-W53C for ACGCACACAGTCATGCACTGCCTTGAGAGTC 

b2-84-W53C rev GACTCTCAAGGCAGTGCATGACTGTGTGCGT 

b2-84-T54C for CGCACACAGTCATGGTGTGCCTTGAGAGTCGG 

b2-84-T54C rev CCGACTCTCAAGGCACACCATGACTGTGTGCG 

b2-110d19-S47C for CGTTCGAACAAGACTCATGTTCCGTGGCGTATCTA 

b2-110d19-S47C rev TAGATACGCCACGGAACATGAGTCTTGTTCGAACG 

b2-110d19-S48C for CGTTCGAACAAGACTCAAGTTGCGTGGCGTATCTA 

b2-110d19-S48C rev TAGATACGCCACGCAACTTGAGTCTTGTTCGAACG 

b2-110d19-V49C for GTTCGAACAAGACTCAAGTTCCTGCGCGTATCTAAACTGGCATAATG 

b2-110d19-V49C rev CATTATGCCAGTTTAGATACGCGCAGGAACTTGAGTCTTGTTCGAAC 

b2-110d19-A50C for GAACAAGACTCAAGTTCCGTGTGCTATCTAAACTGGCATAATGGC 

b2-110d19-A50C rev GCCATTATGCCAGTTTAGATAGCACACGGAACTTGAGTCTTGTTC 

b2-110d19-Y51C for GACTCAAGTTCCGTGGCGTGTCTAAACTGGCATA 

b2-110d19-Y51C rev TATGCCAGTTTAGACACGCCACGGAACTTGAGTC 

b2-110d19-L52C for AAGACTCAAGTTCCGTGGCGTATTGCAACTGGCATAATGGCCAAATAG 

b2-110d19-L52C rev CTATTTGGCCATTATGCCAGTTGCAATACGCCACGGAACTTGAGTCTT 

b2-110d19-N53C for ACTCAAGTTCCGTGGCGTATCTATGCTGGCATAATGGCC 

b2-110d19-N53C rev GGCCATTATGCCAGCATAGATACGCCACGGAACTTGAGT 

b2-110d19-W54C for CGTGGCGTATCTAAACTGCCATAATGGCCAAATAGAC 

b2-110d19-W54C rev GTCTATTTGGCCATTATGGCAGTTTAGATACGCCACG 

Cox5a(1-130)_Fwd TGGCGAGCTCATGTTACGTAACACTTTTACTAG 

Cox5a(1-130)_Rev TACCCTGCAGTAGCTGCCACTCCTTATTC 

sfGFP_Fwd GTGGCAGCTACTGCAGGGTAAAGGCGAAG 

pSUMO_Rev TACGTAACATGAGCTCGCCACCAATCTG 
  



 
 

Supplementary Table 4. Antibodies used in this study 
Antibodies Source Identifier Dilution 
Tim17 Ref. 65 GR1844-6, GR1844-7 1:500; 1:200 (AP) 
Tim21 Ref. 65 GR3883-7 1:200 
Tim23 Ref. 65 GR3878-6, 133-14 1:200 to 1:500 
Tim44 Ref. 65 GR1835-4, 127-5, 127-6 1:200 to 1:500 
Tim50 Ref. 65 GR3881-1, GR5185-4 1:500 to 1:1,000  
Mgr2 Ref. 65 GR3120-1 1:100 (AP) 
Aco1 Ref. 65 GR945-3, GR945-4 1:500 
Atp1 Ref. 66 GR 5075-4 1:1,000 
Cox1 Ref. 65 GR1538-13, GR1539-3 1:500 
Cox4 Ref. 65 GR578-4 1:500 
Cox12 Ref. 67 GR1937-4 1:250 
Mdh1 Ref.68 GR1088-6 1:1,000 
mtHsp70/Ssc1 Ref. 67 GR1830-3, GR1830-7 1:1,000 
Tim22 Ref. 69 GR5113-4 1:250 
Tom5 Ref. 70 GR3420-7 1:500 
Tom22 Ref. 65 GR3227-2, GR3225-7 1:500 
Tom40 Ref. 65 168-4, 168-13 1:500 
Tom70 Ref. 65 GR657-3 1:250 to 1:500 
Yme1 Ref. 65 GR1435-6 1:500 
Qcr8 Ref. 65 GR1037-5 1:300 
GFP Roche #11814460001, 

Lot: 65309400 
1:1,000 

Goat anti-rabbit-
HRP 

Jackson 
ImmunoResearch 
Laboratories 

#111-035-003,  
Lot: 162282 

1:5,000 to 
1:20,000 

Goat anti-rabbit 
IgG-HRP 

Sigma-Aldrich #A6154,  
Lot: SLBG72001V 

1:8,000 to 
1:10,000 

Horse anti-mouse-
HRP 

Cell Signaling 
Technology 

#7076S,  
Lot: 38 

1:2,000 
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