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Figure S5. The expression of Afu2g02220 (A, B, C) and Afu2g02140 (D, E, F) in various
conditions from RNA-seq data publicly available through FungiDB. FPKM (Fragments Per
Kilobase of transcript per Million mapped reads) is displayed on Y-axis, while the X-axis
represents experimental conditions. Bars are colored by study. P-values are reported for
significant pairwise differential expression within the same study.



