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Supporting Table 

Supporting Table 1. Dataset from (14). The cell numbers represent single, non-dividing cells without visible

aggregation of the expressed protein. The columns show the target protein, number of analyzed cells, abundance, 

loneliness, molecular weight, oligomeric state (1 - monomer, 2 - homodimer, 4 - homotetramer)’, and complex 

mass. The complex mass is the sum of the molecular weight of the monomeric protein plus mEos3.2 and 

multiplied by the oligomeric state number. The mean and SD of Dapp
center are shown in the last two columns. The 

UniProt ID is reported for all proteins, except for mEos3.2, for which the Fpbase ID is given. 
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