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TPRKBP1, RNU6−1067P, BAMBI

LINC01517, AL355376.1, RNU6−270P
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chr10:33.968684−Major depressive disorder, NA
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Make more plots at http://csg.sph.umich.edu/locuszoom/
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rs192649950

rs10826548

rs11007350

rs1612122

rs788076

rs10826566

rs1248290

rs1889714

GWAS Catalog SNPs in Region



chr

10

pos (Mb)

10

trait

10

snp

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

10

29.19844

29.52367

29.71973

29.79843

29.80770

29.88896

29.94094

29.94526

30.02714

30.03496

30.04619

30.04619

30.20178

30.23090

30.28801

30.40257

30.43917

30.43917

30.54570

30.61036

30.62310
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HIV−1 control
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0 − 0  [ 0 − 0 ]
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5.41E−6 [chr10:49168045]

10E−1 [chr10:49018759]

chr10:49.353462−HIV−1 control, NA

NA, NA

NA, NA

NA, NA

Make more plots at http://csg.sph.umich.edu/locuszoom/
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Rheumatoid arthritis

Airway responsiveness in chronic obstructive pulmonary disease

Subclinical atherosclerosis traits (other)
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7.82E−6 [chr10:561630]

9.99E−1 [chr10:759496]

chr10:1.01977−Chronic kidney disease, NA

NA, NA

Make more plots at http://csg.sph.umich.edu/locuszoom/
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Response to angiotensin II receptor blocker therapy
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NA, NA
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Make more plots at http://csg.sph.umich.edu/locuszoom/
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NA, NA

Make more plots at http://csg.sph.umich.edu/locuszoom/
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Trans fatty acid levels
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Make more plots at http://csg.sph.umich.edu/locuszoom/
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