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Supplementary Fig. S1. Alignment of 16S rRNA genes of Carsonella showing a limited number of mismatches to the primer set used for the present study. 16S rRNA gene 
sequences derived from 55 lineages of Carsonella, for which nucleotide sequences of primer target sites were available, were obtained from the NCBI database, aligned with 
MAFFT, and are shown with AliView. Primer sequences corresponding to target sites are shown at the bottom. Yellow squares denote mismatches to the primers.



Celtisaspis japonica

Mesohomotoma camphorae

Homotoma unifasciata
Tyora ornata
Carsidara limbata
Homotoma radiata

0 5,000 10,000 1,5000 20,000 25,000 30,000 35,000 45,00040,000

Sequencing Depth

O
bs

er
ve

d 
Fe

at
ur

es
 (S

Vs
)

200

180

160

140

120

100

80

60

40

20

0

Supplementary Fig. S2. Rarefaction curves of specimens analyzed in the present study. 
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