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Figure S2
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Figure S3

mtDNA cn (copies / cell)

5000+

4000+

3000+

2000+

1000+

mtDNAcnh

T T
100 150

Days in treatment

T
200

1
250

mtDNAcn

1000%

800%

600%

400%

200%+

0%

mtDNAcn relative to Control

*

+97.8%
—— Donor 1 Ctrl
ns ns ns —6— Donor 1 Dex
+226% +113.4% +157.3%

—&— Donor 2 Ctrl

° —&— Donor 2 Dex

(<]
—— Donor 3 Ctrl
—A— Donor 3 Dex

]

T T
100 150

Days in treatment

T
200

1
250

nil

Donor 1

+

Donor 2

+ Dex

Donor 3



Figure S4

A Glycolysis

C mtDNA maintenance

ENO1

POLQ

HK1

RECQL4

GPI

PGK1

MGME1

SLC2A1

POLRMT

GAPDH

PRIMPOL

ALDOA

MTERF2

PGAM1

ENDOG

PKM

POLG2

PFKP
HK2

B OxPhos

NDUFA12

ATAD3A

DNA2

OGG1
PPA2
SSBP1
POLDIP2
TFB1M
PIF1

ND6

xS APEX1

ND5

o< EXOG

NDUFV2

TWNK

ND2

o< TOP3A

ND1

o< UNG

NDUFB2

METTL4

NDUFA7

TFAM

ND3

KX LIG3

NDUFB5

RNASEH1

ND4

& ATAD3B

NDUFA6

POLB

ND4L

o< TFB2M

NDUFAB1

TOP1IMT

NDUFB6

MUTYH

NDUFV1

MTERF1

NDUFB3

NDUFB10

NDUFA2

NDUFS2

NDUFA1

MGME1

NDUFS6

D miDNA replication

POLRMT

NDUFA8

POLG2

NDUFB1

Complex |

DNA2

NDUFB9

POLG

NDUFS5

SSBP1

NDUFS7

EXOG

NDUFS1

TWNK

NDUFB7

TOP3A

NDUFS3

TFAM

NDUFB11

LIG3

NDUFA10

RNASEH1

NDUFV3

TFB2M

NDUFA13

TOPIMT

NDUFS8

NDUFC2

NDUFA3

NDUFB8

NDUFAS

NDUFA11

NDUFB4

NDUFA9

NDUFS4

NDUFC1

SDHB

SDHA

SDHC

Complex Il

SDHD

UQCRCH1

CYC1

UQCRC2

UQCR11

UQCRB

UQCRFS1

UQCRQ

Complex IlI

UQCRH

UQCR10

CYTB

COX7A1

CoxsC

COX8A

COX7A2

COXe6C

COX2

COX6A1

NDUFA4

COX5A

COX5B

COXeB1

COX3

Complex IV

COx1

COX7B

COX7C

COXB6A2

COXx412

COXT7A2L

COX7B2

COx411

COX6B2

ATP5MC1

ATP5F1B

DMAC2L

ATPS5PD

ATPSIF1

ATP8

ATP5MC3

ATP5PB

ATP5F1C

ATP5MD

ATP5SME

ATP6

Complex V

ATPSF1A

ATP5PO

ATP5MF

ATP5MPL

ATP5PF

ATPSMG

ATPSF1E

ATP5F1D

ATP5MC2

PPARGC1A
TFAM
NFE2L2
NRF1
PPARGC1B
NRIP1
Days in
treatment:
o<
o3
&
o
23
<
2090 5
O
el
045 g
=
©
0 ©
2
O
045 L
D
o
<090 —

Days in 5
treatment:

119 141 165 185 52 67 82 99 119 142 165 186 22 38 53 68 83

E Mitochondrial biogenesis

119 141 165 185

l_

52 67 82 99 119 142 165 186

S am

5 22 38 53 68 83

Donor 3



Figure S5
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Figure S6
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Figure S7
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Figure S7 - Continued (2/3)
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Figure S7 - Continued (3/3)
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Figure S8
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Figure S8 - Continued (2/2)
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Figure S9
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Figure S10
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Figure S11
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Figure S12
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