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Figure S1 A: Pairplot showing QC Pool correlation of tissue pool samples
(peptide) S1B: Heatmap showing QC Pool correlation of tissue pool samples
(protein) S1C: PLSDA plot showing segregation between Meningioma High Grade
and Low Grade using tumor tissue samples S1D. Heatmap showing the

expression protein in different tissue samples of High and Low grade Meningioma



Supplementary Figure 2
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Figure S2 A:. Pairplot showing QC Pool correlation of serum pool samples
(peptide) S2B: Heatmap showing QC Pool correlation of serum pool samples
(protein) S2C: PLSDA plot showing segregation between Meningioma High Grade
and Low Grade using serum samples S2D. Heatmap showing the expression

protein in different serum samples of High and Low grade Meningioma



S3A. Supplementary Figure 3
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Figure S3A: Box plot showing differential expression of Annexin Al in high grade and low grade of
tumor tissue samples and the bar plots showing peaks along with the peak shape of DITSDTSGDFR
and GLGTDEDTLIEILASR peptides matched with their library S3B: Box plot showing differential
expression of Histone H4 in high grade and low grade of tumor tissue samples and the bar plots
showing peaks along with the peak shape of ISGLIYEETR and VFLENVIR peptides matched with their
library S3C:Box plot showing differential expression of Mucinl MUC1 in high grade and low grade of
tumor tissue samples and the bar plots showing peaks along with the peak shape of NYGQLDIFPAR
and YVPPSSTDR peptides matched with their library S3D: Box plot showing differential expression of
Fibronectin FINC in high grade and low grade of serum samples and the bar plots showing peaks
along with the peak shape of STTPDITGYR and WLPSSSPVTYGR peptides matched with their library
S3E: Box plot showing differential expression of Cytochrome ¢ oxidase Ill CO3 in high grade and low
grade of serum samples and the bar plots showing peaks along with the peak shape of VLLDVQNPR
and IPIEDGSGVVLSR peptides matched with their library.S3F: Box plot showing differential
expression of Albumin ALB in high grade and low grade of serum samples and the bar plots showing

peaks along with the peak shape of LVNEVTEFAK and LCTVATLR peptides matched with their library



