Supplementary Figure S1
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Supplementary Figure S1. A, Doubling time in hours of the indicated cell lines. Three
independent replicates are shown with the mean and standard deviation. B, CD10 transcript
expression in the breast tumors of the METABRIC database according to molecular
subtypes. C, Kaplan-Meier plot of breast cancers patients in the METABRIC cohort as a
function of CD10 expression level. D, ssGSEA ENI10 score of breast tumor according to
cancer molecular subtypes from the METABRIC database. E, Kaplan-Meier plot of breast
cancers patients in the METABRIC cohort divided by the median of the ENI10 score (low
scores in blue and high scores in red). F, Kaplan-Meier plot of breast cancers patients in the
TCGA-BRCA cohort according to the ENI10 score (as in E) and the molecular subtypes. G,
Kaplan-Meier plot of breast cancers patients in the METABRIC cohort according to the
ENI10 score (as in E) and the molecular subtypes.



