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o__Clostridiales |

c__Clostridia

p__Firmicutes
g_Lachnospira:cea_incertae_sedis
gé_Pseudescherichia I
g_ﬁ_PrevoteIIamassiIia
g__ Streptococcus

f Streptococcaceae

: c_ Bacill
o__Lactobacillales

g_ Faecalimonas
fo_AeromonadaIes
f_S;uccinivibrionaceae
g__Succinivibrio
4_Duodenibacillus
g_E:scherichia_ShigeIIa
: g_ Klebsiella
t_:j_Amedibacterium

: g_ Kluyvera

g_ Unassigned

g_ Arthrobacter
‘g__Aeromicrobium
t:‘_Nocardioidaceae
g__Cupriavidus

g__ Amedibacillus

g_ Cronobacter
fé_BurkhoIderiaceae
g_: Pseudoclavibacter

: g__ Citrobacter
o__Propionibacteriales
: g__Mitsuokella

g_ Clostridium_XIVa
g_Péeniqutamicibacter
' g__ Anaerofilum
g_éDesquomicrobium
g_ Olsenella
g__Anaerotruncus

. g__Eggerthella
f_D:esquomicrobiaceae

f__Atopobiaceae

f__Erwiniaceae

g_ Siccibacter
g__Raoultibacter
g__Herbinix

g_ Pantoea
f__Unassigned
f__Unassigned
o__Unassigned

g_ Unassigned
c__Unassigned
g__Erysipelothrix
g__Phytobacter
g__Acetivibrio

g_ Weissella :
o__Eggerthellales
f_EggertheIIaceaef
g__Unassigned :
g_ Neglecta

g_ Odoribacter
o__Unassigned
g__Monoglobus
g__Lactococcus -
c_AIphaproteobac:teria
g_ Erwinia '

g__Enterobacter

g__Enterococcus

g_Propionigeniumf

g__Murimonas

f__Enterococcaceae

g__Faecalibacillus :

g__Pseudomonas :

| o_Pseudomonadal:es
f_Pseudomonadac:eae
g__Anaerostipes :
f__Rikenellaceae
g__Alistipes

g_ Parasutterella :
g_ Bacteroides
g__Phocaeicola
f__Bacteroidaceae
p__Actinobacteria
c__ Actinobacteria
o_Bifidobacteriale:s

f_ Bifidobacteriaceae

g_ Bifidobacterium :
| |
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