A

Correlation of Window Edit Fraction with Motif Presence and eCLIP Log2 Fold-Change, by Minimum Mean Depth

B

Fraction of site-based clusters with supporting evidence
by SAILOR score, average over triplicates

0.08
—¢— Motif Presence |
0ot eCLPI2fc V + + + * 035 | copormer
—4— eCLIP
S 0.04 +— i B '
= 0.30
o
= 0.02
@)
~ C 025 4 +-
0.00 =
—0.02 0.20
0) 50 100 150 200 - +
Minimum Mean Depth in Window 015
0.10 ° -
0.0 0.2 0.4 0.6 0.8 1.0
C Minimum SAILOR Score for Sites Comprising Peaks
Number of site-based clusters with supporting evidence R
. PP 9 Clusters with either eCLIP or GCATG overlap
by SAILOR score, average over triplicates
50000 0.700 9 Minimum score
0 — 0.5
S 0.675 1 —— 0.95
40000 _-cS: 099
Y 0.650 -
% =
@ 30000 E
E »n 0.625 -
O 3
20000 S 0.600 -
O
S
10000 S 0.575 -
g
. = 0.550 +
0.0 0.2 0.4 0.6 0.8 1.0
Minimum SAILOR Score for Sites Comprising Peaks 0.525 1+ | | |

50 75 100 125 150 175 200

Cluster base extension on each end

0 25

F

Log2-fold ch f fracti ith motif f . . . .
0g2-fold change of fraction with motif for Fraction of eCLIP-overlapping clusters with motif

clusters overlapping vs not overlapping eCLIP Fraction of non eCLIP-overlapping clusters with motif

0.20 -
10- 0.20 -
)
o 0.15 -
5 0% p— g 015" 5
= O O
O % © .10 - —
2 0.0 & 0.10- IC
~N
S
0.05 -
— -05- 0.05 -
~1.0 - 0.00 - | |
' . ' . | - ' - Burge et al. RBFOX2 motifs Control motifs
Burge et al. RBFOX2 motifs Control motifs Burge et al. RBFOX2 motifs Control motifs 9

Fraction of Edit Sites in Clusters

Cluster Length Distribution

0.40

0.381

0.36

0.34

0.321

0.301

Fraction

0.28+

0.26

0.241

0.010 -

0.008 -

0.006 -

Density

0.004

0.002 -

0.90 0.92 0.94 0.96 0.98

Minimum Score

1.00

0.000 | | | |
0 100 300 400

Length

200

500 600



