#19

chromosome 11
q13.1

chromosome 8
q13.3

breakpoint
chr11:63530961

1925 ]

Coverage

GCGGCGCTGCGCTGCTACGGCCACGAGGGCTGCTCTTTCTCTGGTAGGGGAGCCAGCTGAA

%{ introns not to scale

RETAINED PROTEIN DOMAINS
reading frame unclear

NCOA2
Nuclear receptor coactivator-
Domain of unknown function (DUF1518)

breakpoint
chrB:71051314

SUPPORTING READ COUNT

Split reads = 2
Discordant mates = 1

2391 O J—

p23.3

breakpoint
chr2:24928573

breakpoint
chr11:63530065

17128 '

Covera

C110rf95 N NCOA1
ENSTO0000433688.1 N .- ENST00000348332.3

T T T T

GGAGGCGGCGCTGCGCTGCTACGGCCACH TATGCTTTACAC ___GGAG

30 ions notto scale

RETAINED PROTEIN DOMAINS
reading frame unclear
SUPPORTING READ COUNT

Splitreads = 7
Discordant mates = 3

NCOA1|
Steroid receptor coactivator
Nuclear receptor coactivator-

Domain of unknown function (DUF1518)

chromosome 11

chromosome 11

RETAINED PROTEIN DOMAINS
reading frame unclear

MAML2

MamL~1 domain

q13.1 q21
breakpoint breakpoint
¢hr11:63530986 chr11:96074930
5675 4 |
¢ | g
5, ; :
[ 5 ; —— ) T * e w—
C11orf95 _ ___NAML2 -
ENSTO0000433688.1 - ENST00000524717.1
GACTATCCTGGAGGCCTACGAGGAGGCGGCGATCGCTGTCTGCCGCCAACACCACCTGAGC
3K ions not to scale

SUPPORTING READ COUNT

Split reads = 78
Discordant mates = 29

chromosome 11 chromosome 11

q13.1 q21
breakpoint breakpoint
chr11:63530949 chr11:96074869
4752 i H
H i :
5, : :

== N TR e —

h _MAML2-- -~
TGCTACGGCCACGAGGGCTTCGGGCCGCCCGAGAGCTCAGACCH ACCT

2 ions notto scale

RETAINED PROTEIN DOMAINS
reading frame unclear

SUPPORTING READ COUNT

Split reads = 11
Discordant mates = 3

MAML2

MamL-1 domain

Suppl. Fig. 4: RNA-sequencing of four ZFTA alt., Cluster 2 cases identified fusions of ZFTA-NCOA2 in #19, ZFTA-NCOA1 in #20, and

ZFTA-MAML2 in #21 and #22.




