Supplementary Figure 1, also see Figure 1
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Supplementary Figure 2, also see Figure 3

-
o
|

©
(&)
L

Relative fold expression

Gem

*kkk

*kk%

o
o

*kk*k

Si_1Si28Si3

Gem-Kd

Control

Alcian blue stain

Induction Day7

Induction Day14




Supplementary Figure 3, also see Figure 4
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Supplementary Figure 4, also see Figure 5
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Supplement Table 1

mCol2a1 Fw
mCol2a1 Rv
mAcan Fw
mAcan Rv
mAXxin2 Fw
mAXxin2 Rv
mTcf7 Fw
mTcf7 Rv
mLef1 Fw
mLef1 Rv
mWnt1_Fw
mWnt1_Rv

Primer name Sequence
hGEM Fw CATGACAGCATGGACAGCGA
hGEM Rv GGTTGCACTCTCTCCGTCAA
hSox9 Fw AGCGAACGCACATCAAGAC
hSox9 Rv CTGTAGGCGATCTGTTGGGG
hCol2a1 Fw TGGACGATCAGGCGAAACC
hCol2a1 Rv GCTGCGGATGCTCTCAATCT
hACAN Fw ACTCTGGGTTTTCGTGACTCT
hACAN Rv ACACTCAGCGAGTTGTCATGG
hREM Fw TGCCTTCCACTCAATCCCAG
hREM Rv GATCTCCAAGTAGCACCACAC
mGem Fw CATGACAGCATGGACAGCGA
mGem Rv GGTTGCACTCTCTCCGTCAA
mSox9 Fw ATGAAGATGACCGACGAGCA
mSox9 Rv AACTTGTCCTCCTCGCTCTC

GATGACTTTCCTCCGTCTACTGTCC

GTATGTGAACCTGCTGTTGCCC
GAGACTTCTGCCTCTGGAATAG
CTCCAGAAGGAATCCCACTAAC
AAGGTCCTGGCAACTCAGTA
ATGTGAGCCTCCTCTCTTTTAC
CCGTATCCACAACAGCTTGC
GGCCGCTGATTCTTTCAAGG
CGGGAAGAGCAGGCCAAATA
TCTGGGACCTGTACCTGAAGT
GGGTTTCTACTACGTTGCTACT
CAGACTCTTGGAATCCGTCAA




Primer name Sequence

mWnt2b_Fw GAGTGATCTGTGACAACATCCC
mWnt2b_Rv TGACGAGATAGCATAGACGAAC
mWnt4_Fw AGTTCAAGCCACATACAGATGA
mWnt4_Rv TTTAGATGTCTTGTTGCACGTG
mWnt6_Fw CGGTCACTCAAGCCTGTTCCATG
mWnt6_Rv GAGGTCCAGGAGTGCCCAGAAG
mWnt7a_Fw TGCCTTCACCTATGCGATTATC
mWnt7a_Rv CGCCTCGTTATTGTGTAAGTTC
mWnt7b_Fw CTCAAGGAGAAGTACAACGCAG
mWnt7b_Rv GTCTCCATAGGCTTCTGGTAG
mWnt9b_Fw CTCCTGTGCTGTTCGTACCTGTTG
mWnt9b_Rv GCCGTGTCATAGCGTAGCTTCAG
mWnt10a_Fw AGGTTTTCGAGAGAGTGCTTTC
mWnt10a_Rv AAGCCTTCAGTTTACCCAGAG
mWnt11_Fw AATCAGACGCAACACTGTAAAC
mWnt11_Rv CTCGATGGAGGAGCAGTTC
mRspo1_Fw CATTCTGCTGGAGAGGAACGACATC
mRspo1_Rv GCCTCACAGTGCTCGATCTTGC
mLgr5_Fw TTTTTCTGTCAAGTGCTCTTCG
mLgr5_Rv CAGGACACATAGCAAAACGATC
mCcnd1_Fw CGTATCTTACTTCAAGTGCGTG
mCcnd1_Rv ATGGTCTCCTTCATCTTAGAGG
mLyz2_Fw AGGTCTATGAACGTTGTGAGTT

mLyz2_Rv ACCAGTATCGGCTATTGATCTG




Supplement Table 2

sample concentration (ng/uL) A260/A280 A260/A230

C28/12-0h-1 176.2 1.86 2.34
C28/12-0h-2 159.9 1.88 2.32
C28/12-0h-3 168.2 1.78 2.34
C28/12-TBHP-4h-1 185.5 1.89 2.37
C28/12-TBHP-4h-2 162.2 1.91 2.06
C28/12-TBHP-4h-3 171.2 1.95 1.94
C28/12-TBHP-24h-1 158.4 1.84 2.35
C28/12-TBHP-24h-2 169.8 1.9 1.98
C28/12-TBHP-24h-3 160.6 1.9 1.91
ATDC5-0h-1 1925 2.04 2.07
ATDC5-0h-2 199.7 1.86 2.19
ATDC5-0h-3 189.8 1.91 2.18
ATDC5-TBHP-4h-1 166.5 1.94 2.1
ATDC5-TBHP-4h-2 156.2 1.96 2.26
ATDC5-TBHP-4h-3 149.8 1.9 2.01
ATDC5-TBHP-24h-1 159.6 1.89 2.34
ATDC5-TBHP-24h-2 156.2 1.9 2.32
ATDC5-TBHP-24h-3 156.6 1.98 2.06
Primary-0h-1 129.5 2 2.3
Primary-0h-2 108.6 1.95 2.35
Primary-0h-3 117.8 1.93 2.08
Primary-TBHP-4h-1 118.2 1.91 2.32
Primary-TBHP-4h-2 119.1 1.89 2.32
Primary-TBHP-4h-3 115.6 1.9 2.04
Primary-TBHP-24h-1 128.3 1.91 2.18
Primary-TBHP-24h-2 134.6 1.95 2.1

Primary-TBHP-24h-3 119.3 1.84 2.25
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