Exploring programmatic indicators of tuberculosis control that incorporate routine
Mpycobacterium tuberculosis sequencing in low incidence settings: a comprehensive (2017

to 2021) patient cohort analysis
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2824 TB cases notified in NSW, Australia
(01/01/2017-31/12/2021)
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2158 Bacteriologically (culture and/or
PCR) confirmed TB cases

A

A

1904 Culture-confirmed TB cases

A
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1831 Successfully sequenced
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1829 with pDST
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2 gDST only
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Clusters identified using a 12-SNP distance cut-off over the 5-year study period*
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