Table SI.BRCA1/2 analysis results in formalin-fixed paraffin-embeddedtissue samples from 444 patients with ovarian cancer.

Sample Result Result details Diagnosis Age at diagnosis,
years
1 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 47
2 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 71
3 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 73
4 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 67
5 Positive BRCAL- The clinically significant variant ¢.5266dupC, p. (GIn1756Profs*74) was identified CA ovary 68
in exon 19 of the BRCAL gene (NM_007294).
6 Positive BRCAZ2- The clinically significant variant NM_000059:¢.9371A&gt; T, p.(Asn3124lle) was  CA ovary 72
identified in the BRCAZ2 gene.
7 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 54
8 Negative No known pathogenic mutation was identified in patient's tumor tissue. CA ovary 58
9 Positive BRCAZ2- The clinically significant variant NM_000059:¢.7758G>A, p.(Trp2586Ter) was CA ovary 39
identified in the BRCA2 gene.
10 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 46
11 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 75
12 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 81
13 Positive BRCAZ2- The clinically significant variant NM_000059:¢.4632_4633delCCinsT, CA ovary 64
p.(Leul545PhefsTer23) was identified in the BRCA2 gene.
14 Positive BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was  CA ovary 42
identified in the BRCA1 gene.
15 Positive BRCA1- The clinically significant variant NM_007294: ¢.3506dup, p.(Asp1169fs) was CA ovary 49
identified in the BRCA1 gene.
16 Failure The sample under investigation has been processed; however, the analysis was not possible CA ovary 52
due to low quality of the genetic material.
17 Failure The sample under investigation has been processed; however, the analysis was not possible CA ovary 78
due to low quality of the genetic material.
18 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 77
19 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 68
20 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 44
21 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 37
22 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 77
23 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 76
24 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 48
25 Failure The sample under investigation has been processed; however, the analysis was not possible ~ CA ovary 49
due to low quality of the genetic material.
26 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 43
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The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

BRCAZ2- The clinically significant variant NM_000059:¢.3847_3848del, p.(Val1283fs) was
identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient's tumor tissue

BRCAZ1- The clinically significant variant NM_007294:¢.181T&gt;G, p.(Cys61Gly) was
identified in the BRCA1 gene

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.181T&gt;G, p.(Cys61Gly) was
identified in the BRCA1 gene

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt;T , p.(Arg1203Ter) was
identified in the BRCA1 gene.

BRCAZ1- The clinically significant variant NM_007294:¢.181T&gt;G, p.(Cys61Gly ) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt;T , p.(Arg1203Ter) was
identified in the BRCA1 gene.

BRCAZ2- The clinically significant variant NM_000059:¢.2636_2637del, p.(Ser879Ter) was
identified in the BRCA2 gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.
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No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.7007G&gt; A, p.(Arg2336His) was
identified in the BRCA2 gene

BRCAL- The clinically significant variant NM_007294: ¢.7346_7347insAA,
p.(Asn24501lefsTer18) was identified in the BRCAL gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1-The clinically significant variant NM_007294:¢.3607C&gt;T, p.(Arg1203Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was
identified in the BRCA1 gene.

BRCAZ1- The clinically significant variant:c.5266dupC, p.GIn1756Profs*74 was identified
in the BRCAL gene.

No known pathogenic mutation was identified in patient's tumor tissue

BRCAL- The clinically significant variant NM_007294:¢.5266dupC, p.(GIn1756Profs*74)
was identified in the BRCAL gene.

No known pathogenic mutation was identified in patient's tumor tissue
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The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant

NM_000059:¢.4533_4546del ACGTGATGAAAAGA, p.(Glul511AspfsTer13) was
identified in the BRCA2 gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.4117G>T, p.(Glul373Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

BRCAZ1- The clinically significant variant NM_007294:¢.4035del, p.(Glu1346fs) was
identified in the BRCA1 gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

BRCAZ1- The clinically significant variant NM_007294:¢.68_69del, p.(Glu23fs) was
identified in the BRCA1 gene.

BRCAL1 - The clinically significant variant NM_007294:¢.3700_3704del, p.(Val1234fs) was
identified in the BRCA1 gene.

BRCAZ1- The clinically significant variant NM_007294:¢.3700_3704del, p.(Val1234fs) was
identified in the BRCA1 gene.

BRCAZ2- The clinically significant variant NM_000059:¢.9134del, p.(Leu3045fs) was
identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3461T&gt;A, p.(Leull54Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.
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No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.181T&gt;G, p.(Cys61Gly) was
identified in the BRCA1 gene.

BRCAL- The clinically significant variant NM_007294:¢.5266dupC, p. (GIn1756Profs*74))
was identified in the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.4504C&gt;T, p.(GIn1502Ter) was
identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt;T, p.(Arg1203Ter ) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

BRCAZ1- The clinically significant variant NM_007294: ¢.5557dup, p.(Tyr1853LeufsTer27)
was identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059: c.(?_-1) (9649-1 ?)del was
identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.
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No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.5266dupC, was identified in the
BRCALI gene.

BRCAZ1- The clinically significant variant NM_007294:¢.5266dupC, p.(GIn1756Profs*74)
was identified in the BRCAL gene

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt;T, p.(Arg1203Ter ) was

identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient's tumor tissue

No known pathogenic mutation was identified in patient's tumor tissue

BRCAZ1- The clinically significant variant NM_007294:¢.4035del, p.(Glu1346fs) was
identified in the BRCA1 gene.

BRCAZ2-The clinically significant variant NM_000059:¢.5681dup, p.(Tyr1894Ter) was
identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient's tumor tissue

BRCAZ2- The clinically significant variant NM_000059:¢.5162del A p.(Asn1721Thrfs*4),
was identified in the BRCA2 gene.

BRCAZ1- The clinically significant variant NM_007294:¢.181T&gt;G, p.(Cys61Gly) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.
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BRCAZ1- The clinically significant variant NM_007294:¢.1309del, p.(His437MetfsTer4)
was identified in the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.4874_4895dup, p.(Ser1633Ter)
was identified in the BRCAL gene.

BRCAL- The clinically significant variant NM_007294:¢.212+3A&gt;G, was identified in
the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.2761C&gt; T, p.(GIn921Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient's tumor tissue

BRCAZ1- The clinically significant variant NM_007294:¢.4539C&gt; A, p.(Cys1513Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3097G&gt; T, p.(Glu1033Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCA2- The clinically significant variant NM_000059:c.4257del, p.(Aspl420fs) was
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identified in the BRCA2 gene.

BRCAZ2- The clinically significant variant NM_000059:c.8611del, p.(Glu2871ArgfsTer20)
was identified in the BRCAZ2 gene

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCA1- The clinically significant variant NM_007294:c.2178del, p.(Pro727fs) was
identified in the BRCA1 gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.1687C&gt; T, p.(GIn563Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.4012A&gt; T, p.(Lys1338fs) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.68_69del, p.(Glu23fs) was
identified in the BRCA1 gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

BRCAZ2- The clinically significant variant NM_000059:¢.4987_4990del, p.(Val1663fs) was
identified in the BRCA2 gene.

BRCAL- The clinically significant variant NM_007294:¢.838_847del, p.(Ala280fs) was
identified in the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.
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The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.4432Gdel, p.(Glu1478ArgfsTer27)
was identified in the BRCAL gene.

BRCAZ1- The clinically significant variant NM_007294:¢.1687C&gt; T, p.(GIn563Ter) was
identified in the BRCA1 gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient's tumor tissue

BRCAZ2- The clinically significant variant NM_000059:¢.3975_3978dup, p.(Alal327fs) was
identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.2933dup, p.(Tyr978Ter) was
identified in the BRCA1 gene.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.4065_4068del , was identified in
the BRCAL gene.

No known pathogenic mutation was identified in patient's tumor tissue

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

No known pathogenic mutation was identified in patient’s tumor tissue.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.

The sample under investigation has been processed; however, the analysis was not possible
due to low quality of the genetic material.
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BRCAZ1- The clinically significant variant NM_007294:¢.1912G&gt; T, p.(Glu638Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.4889C&gt;G, p.(Ser1630Ter) was
identified in the BRCAZ2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.1687C&gt; T, p.(GIn563Ter) was
identified in the BRCA1 gene

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.135-2A&gt;G, was identified in
the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCA1-The pathogenic mutation NM_007294.4(BRCAL1):c.81-1G&gt;A was identified in
BRCAL.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.4375A&gt; T, p.(Lys1459Ter) was
identified in the BRCAL gene.

BRCAL- The clinically significant variant NM_007294:¢.5266dupC, was identified in the
BRCAL1 gene.
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No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue
No known pathogenic mutation was identified in patient’s tumor tissue
No known pathogenic mutation was identified in patient’s tumor tissue
No known pathogenic mutation was identified in patient’s tumor tissue
No known pathogenic mutation was identified in patient’s tumor tissue
No known pathogenic mutation was identified in patient’s tumor tissue
No known pathogenic mutation was identified in patient’s tumor tissue

BRCAZ2- The clinically significant variant NM_000059:¢.4987_4990del, was identified in

the BRCA2 gene.

BRCAL- The clinically significant variant NM_007294:¢.5266dupC, p.(GIn1756Profs*74)

was identified in the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
BRCAL- The clinically significant variant NM_007294:¢.3228_3229del,
p.(Glyl077AlafsTer8) was identified in the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.4035del, p.((Glu1346LysfsTer20))

was identified in the BRCA1 gene.

No known pathogenic mutation was identified. The Variant of Uncertain Clinical
Significance (VUS) NM_000059:¢.2264C&gt;G, p.(Ser755Cys) was identified in the

BRCAZ2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
BRCAZ1- The clinically significant variant NM_007294:¢.3756_3759del,
p.(Ser1253ArgfsTer20) was identified in the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
NM_007294:c.5554 5556del, p.(Thr1852del)

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
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No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.9371A&gt; T, p.(Asn3124lle) was

identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
BRCAL- The clinically significant variant NM_007294:¢.3700_3704del,
p.(Val1234GInfsTer8) was identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.658_659del, p.(Val220fs) was

identified in the BRCA2 gene.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.9018C&gt;G, p.(Tyr3006Ter) was

identified in the BRCA2 gene.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:5266dupC, p.(GIn1756ProfsTer74)

was identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
br2vus

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient” tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:c¢.2952del, p.(11e986fs) was

identified in the BRCAL gene.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2-The clinically significant variant NM_000059:¢.6839_6840insA, p.(Glu2282fs)

was identified in the BRCA2 gene.
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No known pathogenic mutation was identified in patient's tumor tissue

No known pathogenic mutation was identified in patient's tumor tissue

BRCAZ1- The clinically significant variant NM_007294:¢.181T&gt;G, p.(Cys61Gly) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.4539C&gt; A, p.(Cys1513Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.3607C&gt; T , was identified in the
BRCALI gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.843_846delCTCA,
p.(Ser282TyrfsTerl5) was identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.1687C&gt;T, p.(GIn563Ter) was
identified in the BRCA1 gene.

BRCA2-del

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt;T, p.(Arg1203Ter ) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.9154C&gt;T , p.(Arg3052Trp)
was identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.
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No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:5266dupC, p.(GIn1756ProfsTer74)

was identified in the BRCAL gene.

BRCAZ2- The clinically significant variant NM_000059:¢.9371A&gt; T, p.(Asn3124lle) was

identified in the BRCA2 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.5266dupC, p.(GIn1756Profs*74)

was identified in the BRCAL gene.

BRCAZ2- The clinically significant variant NM_000059:¢.2979G&gt; A, p.(Trp993Ter) was

identified in the BRCA2 gene.

The Variant of Uncertain Clinical Significance (VUS) NM_000059:c.4412 4414del,

p.(Argl471del) was identified in the BRCA2 gene.

BRCAZ1- The clinically significant variant NM_007294:¢.5266dupC, p.(GIn1756Profs*74)

was identified in the BRCA1 gene
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.5266dupC, p.(GIn1756Profs*74)

was identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.
No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified. The only variant that may be related to the
patient’s condition is a........... This variation has been described in mutation databases
(http://lwww.umd.be/BRCAZ2; http://www.ncbhi.nlm.nih.gov/clinvar/ as being of unknown

clinical significance.
No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAL- The clinically significant variant NM_007294:¢.135-2A&gt; G, was identified in

the BRCAL gene.
BRCA1-NM_007294:¢c.1687C&gt;T, p.GIn563Ter
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No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.1957A&gt; T, p.(Lys653fs) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.9371A>T (p.N3124l), was
identified in the BRCA2 gene.

BRCAL- The clinically significant variant NM_007294:¢.2275C>T, p.(GIn759Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.1471C&gt; T, p.(GIn491Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.1789G&gt; T, p.(Glu597Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was
identified in the BRCA1 gene.

No known pathogenic mutation was identified. The Variant of Uncertain Clinical
Significance (VUS) NM_007294:¢.1825A&gt; T, p.(Asn609Tyr) was identified in the
BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was
identified in the BRCA1 gene.

BRCAZ1- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was
identified in the BRCAL gene.

No known pathogenic mutation was identified in patient’s tumor tissue.

No known pathogenic mutation was identified in patient’s tumor tissue.

BRCAZ2- The clinically significant variant NM_000059:¢.793+1G&gt;A, was identified in
the BRCA2 gene.
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433 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 62

434 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 48

435 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 52

436 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 56

437 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 89

438 Positive BRCAL- The clinically significant variant NM_007294:c.2955del, p.(11e986fs) was CA ovary 57
identified in the BRCA1 gene.

439 Positive BRCAL- The clinically significant variant NM_007294:¢.3607C&gt; T, p.(Arg1203Ter) was  CA ovary 44
identified in the BRCA1 gene.

440 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 60

441 Positive BRCAZ2- The clinically significant variant NM_000059:¢.9371A&gt; T, p.(Asn3124lle) was  CA ovary 53
identified in the BRCAZ2 gene.

442 Positive BRCAZ1- The clinically significant variant NM_007294:¢.3607C>T, p.(Arg1203Ter ) was CA ovary 52
identified in the BRCA1 gene.

443 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 52

444 Negative No known pathogenic mutation was identified in patient’s tumor tissue. CA ovary 61
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