
Figure S1. Transfection efficiency. (A) Silencing of circRPS19 induced by specific siRNAs (si‑circRPS19‑1/2/3) was identified 
by RT‑qPCR. (B) Overexpression of miR‑125a‑5p by miR‑125a‑5p mimics in two GC cell lines was determined by RT‑qPCR. 
(C) Silencing of USP7 induced by siRNAs (si‑USP7‑1/2/3) was identified by RT‑qPCR. (D) Overexpression of USP7 in two 
GC cell lines after transfection with pcDNA3.1‑USP7 vector was determined by RT‑qPCR. Empty pcDNA3.1 vector was used 
as NC. **P<0.01 vs. control group. circRPS19, circRNA ribosomal protein S19; si, small interfering; RT‑q, reverse transcrip‑
tion‑quantitative; miR, microRNA; GC, gastric cancer; USP7, ubiquitin‑specific processing protease 7; NC, negative control.



Figure S2. Screening of miRNAs that potentially interact with circRPS19 or USP7. miRNAs potentially interacting with 
(A)  circRPS19 and (B)  USP7 3'‑UTR were screened using starBase. miRNA, microRNA; circRPS19, circRNA ribosomal 
protein S19; USP7, ubiquitin‑specific processing protease 7; UTR, untranslated region.


