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Figure S1. Distributions of normalized edge weight for each connectivity mode | (a) Edge weight distributions of each
normalized connectivity mode. (b) Edge weight distributions for homotopic (N = 200 edges; blue) and non-homotopic (N =
79600; grey) edges. Significance was determined using two-tailed Welch’s t-test. The data underlying this figure can be found at
https://github.com/netneurolab/hansen_many_ networks.
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