
Figure S7. Replication using alternative parcellations | Analyses were repeated using (a) the 100-region Schaefer parcellation
and (b) the 68-region Cammoun parcellation (regionally equivalent to the Desikan-Killiany atlas) [1–3]. We show each network
as well as the the 5% (for Schaefer) or 10% (for Cammoun) strongest edges of the network. The data underlying this figure can
be found at https://github.com/netneurolab/hansen_many_networks.

https://github.com/netneurolab/hansen_many_networks
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