
“output” — 2023/9/27 — 16:23 — page 15 — #15i
i

i
i

i
i

i
i

Nucleic Acids Research, YYYY, Vol. xx, No. xx 15

SUPPLEMENTARY FIGURES AND TABLES

.CC-BY-NC-ND 4.0 International licenseperpetuity. It is made available under a
preprint (which was not certified by peer review) is the author/funder, who has granted bioRxiv a license to display the preprint in 

The copyright holder for thisthis version posted September 29, 2023. ; https://doi.org/10.1101/2023.09.27.559768doi: bioRxiv preprint 

https://doi.org/10.1101/2023.09.27.559768
http://creativecommons.org/licenses/by-nc-nd/4.0/


“output” — 2023/9/27 — 16:23 — page 16 — #16i
i

i
i

i
i

i
i

16 Nucleic Acids Research, YYYY, Vol. xx, No. xx

Figure Supplementary Figure 1. Comparison of Log2FC among three perturbation methods.
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motif_PERT1 0.76 ± 0.02 0.78 ± 0.01 0.40 ± 0.19 0.49 ± 0.03 -0.01 ± 0.04 0.16 ± 0.02

motif_PERT2 0.78 ± 0.01 0.81 ± 0.01 0.49 ± 0.15 0.60 ± 0.01 -0.01 ± 0.06 0.23 ± 0.03

motif_PERT3 0.89 ± 0.01 0.88 ± 0.01 0.44 ± 0.16 0.58 ± 0.02 0.00 ± 0.03 0.18 ± 0.03

Figure Supplementary Figure 2. Performance of regression models. (A) The Spearman correlation coefficients of different regression models. Asterisks/ns
indicate levels of statistical significance, calculated by pairwise Wilcoxon rank sum tests (P-value < 0.05 *, < 0.01 **, < 0.001 ***, < 0.0001 ****; ns, non
significant). (B) A summary of the mean ± standard deviation values for Spearman correlation coefficients of regression models.
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Figure Supplementary Figure 3. Performance of regression models. (A) The Kendall correlation coefficients of different regression models. Asterisks/ns
indicate levels of statistical significance, calculated by pairwise Wilcoxon rank sum tests (P-value < 0.05 *, < 0.01 **, < 0.001 ***, < 0.0001 ****; ns, non
significant). (B) A summary of the mean ± standard deviation values for Kendall correlation coefficients of regression models.
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