Supplemental Figure S1. Flowchart

340 patients enrolled between March 2017 until May 2020
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24 patients excluded for current investigation

» 6 EVAR scheduled, not yet performed

» 6 EVAR performed, post-operative study visit not yet passed
—p » 2 No CT-scan

» 2 Incomplete CT-scan

» 2 MRI instead of CT-scan

» 4 No available blood sample

» 2 Incomplete blood sampling
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316 patients eligible for current blood biomarker investigation
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3 patients excluded for current investigation
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Supplemental Figure S2. Difference in biomarker levels between watchful waiting and post-EVAR patients
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Post-EVAR patients vs. watchful waiting patients
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Supplementary figure S3. Distribution of Time Interval between EVAR and Current Measurements
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Supplementary figure S4. Difference in biomarker levels according to time after EVAR procedure
Blood sampling <90 days after EVAR vs. blood sampling >90 days after EVAR

Adjusted p-value
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Supplemental Figure S5(A). Clustering in watchful waiting patients based on

biomarker values
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Supplemental Figure S5(B). Clustering in patients after EVAR, based on

biomarker values
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Supplementary Figure S6. Association of biomarkers with sac growth in patients after EVAR
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