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Appendix Figure S1



Appendix Figure S1: Comparison of the muta8onal signatures analyzed with the ones 
present in COSMIC. Each signature found in this analysis was compared with the ones 
described in COSMIC. The combina>on of specific reference muta>onal signatures (right 
side) that when combined (boBom leC side “Reconstructed”) were similar to the 
observed signature is shown (top leC side “Original”). Sta>s>cal parameters of the 
similari>es in each case are shown. The contribu>on of each reference signature to the 
reconstructed one is shown. 
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Appendix Figure S2. Muta3onal signatures of subdistal appendage genes. 16 op&mal 
muta&onal signatures were analyzed in samples at the lower quar&le (low) or at the 
highest (high) of the indicated genes (on the top). The number of muta&ons in each 
sample associated to each signature was plo?ed. The average is shown. Sta&s&cal 
significance was calculated using a Wilcoxon test, and the p-value is shown on top of the 
graph. The assigned name of the signature is shown on the side.  
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