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1. cellular lipid catabolic process
2. fatty acid beta-oxidation
3. S-adenosylmethionine biosynthetic p...
4. protein kinase A signaling
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1. proteolysis
2. transmembrane transport
3. alpha-amino acid metabolic process
4. defense response
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1. peroxisome
2. U2AF complex
3. mitochondrial large ribosomal subun...
4. membrane
5. mitochondrion
6. CCR4-NOT complex
7. integral component of membrane
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1. ATP-binding cassette (ABC) transpor...
2. S0SS complex
3. adherens junction
4. endoplasmic reticulum lumen
5. extracellular region
6. peroxisome
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3. extracellular region
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1. SOSS complex
2. adherens junction
3. RNA polymerase Ill complex
4. mitochondrial envelope
5. integral component of membrane
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1. integral component of membrane
2. membrane
3. extracellular matrix
4. extracellular region
5. perinuclear theca
6. microprocessor complex
7. U2AF complex
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1. acyl-CoA oxidase activity
2. FAD binding
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4. calcium channel regulator activity
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. phosphotransferase activity, alcoho...

. DNA-binding transcription factor ac...
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. tubulin N-acetyltransferase activit...
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