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Supplementary figure 1. Phylogenetic analysis of metazoan SerRS,

SerRS2, SLIMP, and SerRS2ca. sequences.
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Full-length sequence alignment of SerRS2, SLIMP, and SerRS2a metazoan sequences (labeled accordingly).
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Western blot analyses of purified 6His-tagged DmASLIMP and DmSerRS2a. using an Anti-His antibody.
These proteins were used to attempt the reconstitution of the DmSerRS2o/ DmASLIMP complex.



