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Human research participants
Policy information about studies involving human research participants and Sex and Gender in Research. 

Reporting on sex and gender

Population characteristics

Recruitment

Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
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Materials & experimental systems
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No sample size calculation was performed for this study. However, prior studies with comparable sample sizes revealed many significant
effects (Rogers et al., Nature Methods (2017); Rogers et al., Nature Genetics (2018); Cai et al., Cancer Discovery (2021); unpublished internal
D2G Oncology studies). Further, our bootstrap confidence intervals capture uncertainty in statistical metrics due to random sampling of mice
and tumors.

Mice were excluded if they did not receive sufficient viral titer during transduction, as measured by tumor barcode sequencing. Although the
absolute cutoff was not pre-determined, the method by which we would remove the mice (detailed in the Methods section) was determined
in advance of the study.

Many experiments were done to reproduce our results. We replicated the effects of the tumor suppressor-targeting sgRNAs across 11
independent study groups (243 mice) in the G12D model and across 4 independent study groups (47 mice) in the G12C model. Furthermore,
the effects of two independent sgRNAs targeted the same gene were tested to confirm reproducibility of the sgRNAs. See Supplementary
Figure 5 for additional details and data.

Mice were randomized into experimental groups within each oncogenic background, and we then confirmed that groups were comprised of
approximately even sex ratios.

Blinding was not relevant to our study because all mice received the same treatment and no drugs were administered.




