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Supplemental Figure 13 – Digital sorting analysis on bulk CD34+ MNC 
transcriptome from MDSRS+ cases. Plots refer to unfiltered data, i.e. including 
hematopoietic stem/progenitor and mature hematopoietic cells. CMP, common 
myeloid progenitors; EryP, erythroid precursors; GMP, granulocyte–monocyte 
progenitors; Gran, granulocytes; HSC, hematopoietic stem cells; Lymph, 
lymphocytes; MK, megakaryocytes; MLP, multi-lymphoid progenitors; MPP, 
multipotent progenitors; MEP, megakaryocyte-erythroid progenitors). Cases (x-axis) 
are sorted by decreasing estimated MEP abundance, showing enriched IMP 
signature in cases with MEP depletion on right-side of the plots. 

 

  




