
25 
 

Supplemental Figure 16 – EMK and IMP signature validation on HSPC sorted 
populations. Differential gene expression analysis across MDSRS+ with EMK profile, 
MDSRS- with IMP profile and NBM (3 cases each) according to Lin marker 
expression. Differential expressed genes (row) between EMK and IMP groups were 
selected. Each row represents a gene, and each column represents a sample. 
Design comparison (case) and sorted population (condition) are shown as 
covariates. 

 

 

  




