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Supplemental Fig S1 Phylogenetic analysis of OM43 strains and other Methylophilaceae bacteria
based on 16S rRNA gene sequences. FZCCO0133 is indicated with red asterisk.



Supplementary Table 1. Summary of MEP401-type MVGs.

Sgsgr MEP401-type MVGs Coftcem Izggg)ﬂh OIst Source D@Eﬁ:r'sn gi?s::ti Comp'e:]e:(fss—met Predi(fstfd—H zﬁﬁf

_ ness (%) Score
| %X;fé;f&aﬁggg?11%353%%342' 32.19% 32687 46 Pacific Ocean 10 74.00 m'hbSSE?I dence) OM43_clade 0478
| MEP401 34.37% 42987 64 Ya”taiéﬁﬁgai Sea, 0 97.4 m'hbSSE?I dence) OM43_clade 0825
| MEP402 3430% 43738 67  Oaska Bay, Japan 0  99.08 m'hbSSE?I dence) OM43_clade 0813
| ;g/lc%\o/;_llé;:;iﬁ?z’%g%gs11%?)6322569l 33.66% 26318 33 Subarctic Pacific Ocean 10  59.65 ﬁﬁ'hbé"gﬁ?l dence) OM43_clade 0353
| ;';"(%\0/55—13;/'5632’%%%%511?626%%%273' 34.18% 43213 67 Subarctic Pacific Ocean 10  97.91 ﬁﬁ'hbé"gﬁ?l dence) OM43_clade 0743
| gc@o@i%ﬁ;iﬁi%%%%s11%%62%2145l 34.13% 42636 66 Subarctic Pacific Ocean 10  96.6 ﬁﬁ'hbé"gﬁ?l dence) OM43_clade 0737
| Saotoseaaca0aeay tooioe0 | H405% 27800 36 SEUEL T e 100 G206 (LR ey OMM3 clade 0311
| Daotoieacaoamds tooaet T A1 6L 150 100 ence) OM43_clade 0545
| Saootoiascaoamds tooase | 426% 4ates 62 STIELTEL TN 120 100 (CRR ey OMM3 clade 0545
| Daotoaaca0ameds tooas | 2T 44168 62 ST T 150 100 e ence) OM43_clade 0545
| Daotoslc0raeds toooaey | T 44188 62 S 00100 ence) OM43_clade 0545
| Saotoisacaoamd tobao I 45615 62 S e 120 100 ence) OM43_clade 0545
| Baootoieacaormeds to0san 0% 43999 60 SR T 135 9962 (e ey OMA3 clade 0545
| Saootoiacaoamds tooas 3% 45545 62 STIL TS T 100 100 (Ce ey OMM3 clade 0545
| Saootoielciornede tooores | H27% 4462 62 SEIRLEEL TN 100 100 (CRR ey OMM3 clade 0545
| SanoooimouGaioas 100067 42T 4168 62 S 20 100 ence) OM43_clade 0545
| IMGVR_UViG_3300024257_000020| 3428% 44306 61 Saanich Inlet, British 150 100 AAl-based OM43_clade 0.545

3300024257/Ga0233442 1000411

Columbia, Canada

(high-confidence)



IMGVR_UViG_3300024327_000014|

3300024327|Ga0233434 1000496
IMGVR_UViG_3300024336_000015|

3300024336/Ga0233447 1000483
IMGVR_UViG_3300024302_000001|

3300024302|Ga0233449 1000537
Station102_SUR_ALL _assembly NO

DE 628 length 25877 cov 2.854117
IMGVR_UViG_3300025897_000046|

3300025897|Ga0209425 10001150
IMGVR_UViG_3300001348_000073|

3300001348[JG120154J14316 100009
IMGVR_UViG_3300025860_000092|

3300025860/Ga0209119 1001486
IMGVR_UViG_3300001347_000027|

3300001347/JG120156J14371 100005
IMGVR_UViG_3300022921_000060)|

3300022921|Ga0255765 1001150
IMGVR_UViG_3300020177_000041|

3300020177/Ga0181596 10000902
IMGVR_UViG_3300020191_000046|

3300020191/Ga0181604 10000662
IMGVR_UViG_3300018036_000038|

3300018036/Ga0181600 10000418
IMGVR_UViG_3300020053_000030|

3300020053|Ga0181595 10000739

IMGVR_UViG_3300018041_000033|
3300018041|Ga0181601_10000463

Station23_DCM_ALL_assembly NO

DE 744 length 20427 cov 3.425093
IMGVR_UViG_3300017757_000020|

3300017757|Ga0181420 1000024

IMGVR_UViG_3300017772_000015|
3300017772|Ga0181430_1000035

34.29%
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34.27%

34.61%

34.94%
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34.33%

34.78%

34.69%

34.76%

34.83%

34.69%

34.72%

34.70%

31.11%

31.96%

31.94%

43999
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200

99.62
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68.97
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56.48

69.25

74.78
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70.53

72.85

82.65
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50.94

100
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AAl-based

(high-confidence)
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(high-confidence)
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(high-confidence)
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(high-confidence)
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AAl-based
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AAl-based
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e

OM43_clade
OM43_clade
OM43_clade
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0.545
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0.5
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0.501

0.501

0.501

0.501
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Station194 SUR_ALL_assembly NO

DE 975 length 31631 cov 35.55057
Station188_DCM_ALL_assembly NO

DE 1692 length 30884 cov 155.533
Station188_SUR_ALL_assembly NO

DE 2046 length 28441 cov 114.578
Station168_DCM_ALL_assembly_NO

DE 1952 length 39344 cov 140.040
Station210_MES_ALL_assembly NO

DE 1866 length 31658 cov 9.70762
Station168 1ZZ_ALL_assembly NOD

E 3354 length 27763 cov 214.62371

IMGVR_UViG_3300025889_000545|
3300025889|Ga0208644_1000578

IMGVR_UViG_3300021964_000506|
3300021964/Ga0222719_10001277

IMGVR_UViG_3300000116_000098|
3300000116|DelMOSpr2010 ¢100002

IMGVR_UViG_3300021962_000410|
3300021962|Ga0222713_10001066

IMGVR_UViG_3300000101_000202|
3300000101|DelMOSum2010_c10001

088
IMGVR_UViG_3300027704_000082|

3300027704/Ga0209816 1000437
Station193_SUR_ALL_assembly_NO

DE 727 length 39660 cov 39.38785

IMGVR_UViG_3300021961_000466|
3300021961/Ga0222714_10001281

IMGVR_UViG_3300018048_000047|
3300018048/Ga0181606 10000740

33.55%

32.79%

32.86%

33.83%

33.51%

33.23%

32.64%

33.69%

33.15%

33.73%

37%

33.75%

33.58%
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35.49%
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30884

28441

39344
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NA
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77.76

73.95

66.52
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71.74
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59.35
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69.42

52.59

73.55

87.62

62.89
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AAl-based

(high-confidence)
AAl-based

(high-confidence)
AAl-based

(high-confidence)
AAl-based

(high-confidence)
AAl-based

(high-confidence)
AAl-based

(high-confidence)

AAl-based
(high-confidence)

AAl-based
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confidence)
AAl-based

(high-confidence)
AAl-based
(high-confidence)
AAl-based
(medium-

confidence)
AAl-based

(high-confidence)
AAl-based

(high-confidence)
AAl-based
(high-confidence)

AAl-based
(high-confidence)

OM43_clade
OM43_clade
OM43_clade
OM43_clade
OM43_clade
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OM43_clade

OM43_clade
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OM43_clade

NA

OM43 _clade
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0.258

0.261

0.243

0.459

0.404
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0.241
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0.372

NA
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0.253
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IMGVR_UViG_3300022926_000088|

3300022926|Ga0255753 1001477
IMGVR_UViG_3300025759_000718|

3300025759|Ga0208899 1000774
IMGVR_UViG_3300025769_000425|

3300025769|Ga0208767 1000435
IMGVR_UViG_3300025671_000195|

3300025671/Ga0208898 1000330
IMGVR_UViG_3300022187_000254|

3300022187/Ga0196899 1000398
IMGVR_UViG_3300025889_000535|
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3300025853|Ga0208645 1001202
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IMGVR_UViG_3300021960_000006|
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IMGVR_UViG_3300009703_000002|
3300009703|Ga0114933_10000499

IMGVR_UViG_3300011013_000002|
3300011013|Ga0114934_10000099

IMGVR_UViG_3300031612_000078|
3300031612|Ga0308009_10000676

IMGVR_UViG_3300031694_000043|
3300031694/Ga0308015_10000292

IMGVR_UViG_3300024261_000113|
3300024261|Ga0233439_10001445

35.20%

35.04%
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Station180_ZZZ ALL_assembly NO
DE_2619 length_24406_cov_10.9707

20
Station209_SUR_ALL_assembly NO

DE 3481 length 22302 cov 43.5754
Station206_SUR_ALL_assembly NO
DE 3088 length 18899 cov 3.71969
Station201_DCM_ALL_assembly_NO
DE 2223 length 23666 cov 9.88916
Station201_SUR_ALL_assembly NO
DE 2148 length 24684 cov 6.57188
Station206_ MES_ALL_assembly NO

DE 2859 length 27141 cov 15.4362
Station208_SUR_ALL_assembly NO

DE 1344 length 27476 cov 10.2722
IMGVR_UViG_3300001450_000204|

3300001450[0G124006J15134 100003
IMGVR_UViG_3300025168_000229|

3300025168|Ga0209337 1000319
Station209_ SUR_ALL_assembly NO

DE_3251_length_23277_cov_117.626
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_NODE_1640_length_21266 _cov_4.2

34360
Station194 DCM_ALL _assembly _NO

DE 1131 length 35573 cov 8.73053
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Station173_DCM_ALL_assembly NO

DE 2308 length 35401 cov 5.84510
IMGVR_UViG_3300027668 _000056|
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DE 1877 length 30316 cov 138.806
Station158 DCM_ALL_assembly NO

DE 1718 length 36818 cov 7.16396
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3300009512|Ga0115003 10001199
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IMGVR_UViG_3300025168_000832|

3300025168|Ga0209337 1001091
IMGVR_UViG_3300000115_000230|

3300000115|DelMOSum2011 c10000
IMGVR_UViG_3300000101_000203|

3300000101|DelMOSum2010 c10001

IMGVR_UViG_3300007345_000256|
3300007345|Ga0070752_1000752

IMGVR_UViG_3300022187_000223|
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IMGVR_UViG_3300007344_000296|
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Station180_SUR_ALL_assembly NO
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Supplementary Table 3. Summary of linear regression analyses of the relative abundance of each MEP401-type phage

with environmental parameters.

ChlorophylIT a, areal concentration

Depth (m Temperature(°C Salinity(psu
pth (m) P (*C) y(psu) (Chlora areal: mg/m2)
MEP401-type MEP401-type MEP401-type MEP401-type

yp p-value R? yp p-value R? yp p-value R? yp p-value R?
phages phages phages phages
DelMOSpr2010_c100 DelMOSpr2010_c100 DelMOSpr2010_c1000 DelMOSpr2010_c1000
00288 NA NA 00288 NA NA 0288 NA NA 0288 NA NA
DelMOSum2010_c100 DelMOSum2010_c10 DelMOSum2010_c100 DelMOSum2010_c100
01088 0.3063 0.0081 001088 0.0308 0.0362 01088 0.0000 0.1537 01088 0.3008 0.0085
Ga0114933_10000499 NA NA Ga0114933_10000499 NA NA Ga0114933_10000499 NA NA Ga0114933_10000499 NA NA
Ga0114934 10000099 NA NA Ga0114934 10000099 NA NA Ga0114934 10000099 NA NA Ga0114934 10000099 NA NA
Ga0181420_1000024 0.4048 0.0054 Ga0181420_1000024 0.0095 0.0518 Ga0181420_1000024 0.0943  0.0219 Ga0181420_1000024 0.4593  0.0044
Ga0181430_1000035 0.4021 0.0054 Ga0181430_1000035 0.0088 0.0529 Ga0181430_1000035 0.0916 0.0222 Ga0181430_1000035 0.4558 0.0044
Ga0181595_10000739 0.1905 0.0133 Ga0181595_10000739 0.0000 0.1662 Ga0181595_10000739 0.0000  0.3255 Ga0181595_10000739 0.5861  0.0024
Ga0181596_10000902 0.1554 0.0156 Ga0181596_10000902 0.0000 0.1879 Ga0181596_10000902 0.0000  0.3255 Ga0181596_10000902 0.9565  0.0000
Ga0181600_10000418 0.1713 0.0145 Ga0181600_10000418 0.0000 0.1783 Ga0181600_10000418 0.0000 0.3266 Ga0181600_10000418 0.5283  0.0032
Ga0181601_10000463 0.1715 0.0144 Ga0181601_10000463 0.0000 0.1784 Ga0181601_10000463 0.0000 0.3266 Ga0181601_10000463 0.5290 0.0032
Ga0181604_10000662 0.1511 0.0159 Ga0181604_10000662 0.0000 0.1907 Ga0181604_10000662 0.0000  0.3333 Ga0181604_10000662 0.9377  0.0000
Ga0181606_10000740 NA NA Ga0181606_10000740 NA NA Ga0181606_10000740 NA NA Ga0181606_10000740 NA NA
Ga0196899_1000398 NA NA Ga0196899_1000398 NA NA Ga0196899_1000398 NA NA Ga0196899_1000398 NA NA
Ga0208644_ 1000566 NA NA Ga0208644_ 1000566 NA NA Ga0208644_ 1000566 NA NA Ga0208644_ 1000566 NA NA



Ga0208644_1000578 NA
Ga0208645_1001202 NA
Ga0208767_1000435 NA
Ga0208898_1000330 NA
Ga0208899_1000774 NA
Ga0209119_1001486 0.2139
Ga0209336_10000081 0.1903
Ga0209337_1000466 0.5237
Ga0209337_1000737 0.1895
Ga0209425_10001150 0.1704
Ga0209535_1000182 0.1900
Ga0209816_1000437 0.0675
Ga0222713_10000513 NA
Ga0222713_10001066 NA
Ga0222714_10001281 NA
Ga0222715_10000395 NA
Ga0222719 10001277 NA

Ga0233427_10001280 0.1903

NA

NA

NA

NA

NA

0.0120

0.0133

0.0032

0.0133

0.0145

0.0133

0.0257

NA

NA

NA

NA

NA

0.0133

Ga0208644_1000578 NA
Ga0208645_1001202 NA
Ga0208767_1000435 NA
Ga0208898_1000330 NA
Ga0208899_1000774 NA
Ga0209119_1001486 0.0000
Ga0209336_10000081 0.0000
Ga0209337_1000466 0.0001
Ga0209337_1000737 0.0000
Ga0209425_10001150 0.0000
Ga0209535_1000182 0.0000
Ga0209816_1000437 0.0000
Ga0222713_10000513 NA
Ga0222713_10001066 NA
Ga0222714_10001281 NA
Ga0222715_10000395 NA
Ga0222719 10001277 NA

Ga0233427_10001280 0.0000

NA

NA

NA

NA

NA

0.1513

0.2786

0.1171

0.2799

0.1834

0.2791

0.2723

NA

NA

NA

NA

NA

0.2873

Ga0208644_1000578 NA
Ga0208645_1001202 NA
Ga0208767_1000435 NA
Ga0208898_1000330 NA
Ga0208899_1000774 NA
Ga0209119_1001486 0.0000
Ga0209336_10000081 0.0000
Ga0209337_1000466 0.0028
Ga0209337_1000737 0.0000
Ga0209425_10001150 0.0000
Ga0209535_1000182 0.0000
Ga0209816_1000437 0.0000
Ga0222713_10000513 NA
Ga0222713_ 10001066 NA
Ga0222714_ 10001281 NA
Ga0222715_10000395 NA
Ga0222719_10001277 NA

Ga0233427_10001280 0.0000

NA

NA

NA

NA

NA

0.3294

0.1967

0.0679

0.1873

0.3320

0.1965

0.2192

NA

NA

NA

NA

NA

0.1833

Ga0208644_1000578

Ga0208645_1001202

Ga0208767_1000435

Ga0208898_1000330

Ga0208899_1000774

Ga0209119_1001486

Ga0209336_10000081

Ga0209337_1000466

Ga0209337_1000737

Ga0209425_10001150

Ga0209535_1000182

Ga0209816_1000437

Ga0222713_10000513

Ga0222713_10001066

Ga0222714_10001281

Ga0222715_10000395

Ga0222719_10001277

Ga0233427_10001280

NA

NA

NA

NA

NA

0.2849

0.2602

0.0465

0.2346

0.5152

0.2562

0.1355

NA

NA

NA

NA

NA

0.2108

NA

NA

NA

NA

NA

0.0091

0.0100

0.0311

0.0112

0.0034

0.0102

0.0176

NA

NA

NA

NA

NA

0.0124



Ga0233433_10000462 0.2068
Ga0233434_1000496 0.2067
Ga0233435_1000531 0.2068
Ga0233436_1000489 0.2082
Ga0233439_10000765 0.2065
Ga0233439_10001445 0.9416
Ga0233440 1000494 0.2062
Ga0233442_1000411 0.2068
Ga0233443 1000467 0.2083
Ga0233445_1000475 0.2072
Ga0233446_1000450 0.2082
Ga0233447_1000483 0.2094
Ga0233448 1000461 0.2084
Ga0233449_1000537 0.2083
Ga0255753_1001477 NA

Ga0255765_1001150 0.1703
Ga0308009_10000676 0.9328

Ga0308015_10000292 0.9092

0.0123

0.0123

0.0123

0.0123

0.0123

0.0000

0.0124

0.0123

0.0122

0.0123

0.0123

0.0122

0.0122

0.0122

NA

0.0145

0.0001

0.0001

Ga0233433_10000462 0.0000
Ga0233434_1000496 0.0000
Ga0233435_1000531 0.0000
Ga0233436_1000489 0.0000
Ga0233439_10000765 0.0000
Ga0233439_10001445 0.0000
Ga0233440_ 1000494 0.0000
Ga0233442_1000411 0.0000
Ga0233443 1000467 0.0000
Ga0233445_1000475 0.0000
Ga0233446_1000450 0.0000
Ga0233447_1000483 0.0000
Ga0233448_1000461 0.0000
Ga0233449_1000537 0.0000
Ga0255753_1001477 NA

Ga0255765_1001150 0.0000
Ga0308009_10000676 0.0000

Ga0308015_10000292 0.0000

0.2726

0.2728

0.2728

0.2721

0.2719

0.1822

0.2738

0.2728

0.2722

0.2729

0.2720

0.2716

0.2720

0.2720

NA

0.1785

0.2070

0.1989

Ga0233433_10000462 0.0000
Ga0233434_1000496 0.0000
Ga0233435_1000531 0.0000
Ga0233436_1000489 0.0000
Ga0233439_10000765 0.0000
Ga0233439_10001445 0.0110
Ga0233440_ 1000494 0.0000
Ga0233442_1000411 0.0000
Ga0233443 1000467 0.0000
Ga0233445_1000475 0.0000
Ga0233446_1000450 0.0000
Ga0233447_1000483 0.0000
Ga0233448_1000461 0.0000
Ga0233449_1000537 0.0000
Ga0255753_1001477 NA

Ga0255765_1001150 0.0000
Ga0308009_10000676 0.0023

Ga0308015_10000292 0.0036

0.1836

0.1836

0.1837

0.1832

0.1842

0.0498

0.1873

0.1836

0.1834

0.1868

0.1831

0.1831

0.1830

0.1832

NA

0.3300

0.0710

0.0647

Ga0233433_10000462 0.2398
Ga0233434_1000496 0.2390
Ga0233435_1000531 0.2391
Ga0233436_1000489 0.2410
Ga0233439_10000765 0.2461
Ga0233439_10001445 0.0169
Ga0233440 1000494 0.2440
Ga0233442_1000411 0.2390
Ga0233443 1000467 0.2410
Ga0233445_1000475 0.2461
Ga0233446_1000450 0.2410
Ga0233447_1000483 0.2420
Ga0233448 1000461 0.2406
Ga0233449_1000537 0.2415
Ga0255753 1001477 NA

Ga0255765_1001150 0.5199
Ga0308009_10000676 0.0073

Ga0308015_10000292 0.0133

0.0110

0.0110

0.0110

0.0109

0.0107

0.0444

0.0108

0.0110

0.0109

0.0107

0.0109

0.0108

0.0109

0.0109

NA

0.0033

0.0558

0.0476



JG120154J14316_1000

0991 0.2058
JGI20156J14371_1000

0598 0.1721
MEP401 0.1892
MEP402 0.2016

Station102_SUR_ALL
_assembly_NODE_62
8_length_25877_cov_
2.854117
Station168_DCM_AL
L_assembly_NODE_1
952_length_39344 co
v_140.040469
Station168_12Z_ALL _
assembly_NODE_335
4_length_27763_cov_
214.623719
Station180_ZZZ ALL
_assembly_NODE_26
19_length_24406_cov
~10.970720
Station188_DCM_AL
L_assembly NODE_1
692_length_30884_co
v_155.533199
Station188_SUR_ALL
_assembly_NODE_20
46_length_28441 cov
114578384
Station193_SUR_ALL
_assembly_NODE_72
7_length_39660_cov_
39.387855
Station194_SUR_ALL
_assembly_NODE_97
5_length_31631_cov_
35.550576
Station210_MES_ALL
_assembly_NODE_18
66_length_31658_cov
_9.707623

0.4615

0.1679

0.1661

0.6426

0.1569

0.1590

0.0793

0.1279

0.1633

0.0124

0.0144

0.0133

0.0126

0.0042

0.0147

0.0148

0.0017

0.0155

0.0153

0.0237

0.0179

0.0150

JGI120154J14316_100

00991 0.0000
JGI20156J14371_100

00598 0.0000
MEP401 0.0000
MEP402 0.0000

Station102_SUR_ALL
_assembly_NODE_62
8_length_25877_cov_
2.854117
Station168_DCM_AL
L_assembly_NODE_1
952_length_39344 co
v_140.040469
Station168_12Z_ALL
assembly_NODE_335
4_length_27763_cov_
214.623719
Station180_ZZZ ALL
_assembly_NODE_26
19 _length_24406_cov
~10.970720
Station188_DCM_AL
L_assembly_NODE_1
692_length_30884_co
v_155.533199
Station188_SUR_ALL
_assembly_NODE_20
46_length_28441 cov
114578384
Station193_SUR_ALL
_assembly_NODE_72
7_length_39660_cov_
39.387855
Station194_SUR_ALL
_assembly_NODE_97
5_length_31631_cov_
35.550576
Station210_MES_AL
L_assembly NODE_1
866_length_31658 co
v_9.707623

0.0033

0.0000

0.0000

0.0000

0.0000

0.0000

0.0000

0.0000

0.0000

0.1510

0.1818

0.2760

0.2585

0.0658

0.3214

0.3144

0.1809

0.3014

0.3084

0.2409

0.3622

0.3188

JGI120154J14316_1000
0991

JGI20156J14371_1000
0598

MEP401

MEP402
Station102_SUR_ALL
_assembly_NODE_62
8_length_25877_cov_
2.854117
Station168_DCM_AL
L_assembly_NODE_1
952_length_39344 co
v_140.040469
Station168_12Z_ALL _
assembly_NODE_335
4_length_27763_cov_
214.623719
Station180_ZZZ ALL
_assembly_NODE_26
19 _length_24406_cov
~10.970720
Station188_DCM_AL
L_assembly_NODE_1
692_length_30884_co
v_155.533199
Station188_SUR_ALL
_assembly_NODE_20
46_length_28441 cov
114578384
Station193_SUR_ALL
_assembly_NODE_72
7_length_39660_cov_
39.387855
Station194_SUR_ALL
_assembly_NODE_97
5_length_31631_cov_
35.550576
Station210_MES_ALL
_assembly_NODE_18
66_length_31658_cov
_9.707623

0.0000

0.0000

0.0000

0.0000

0.0047

0.0006

0.0008

0.0059

0.0017

0.0011

0.0000

0.0000

0.0007

0.3307

0.3265

0.2058

0.1750

0.0611

0.0890

0.0843

0.0582

0.0752

0.0811

0.2637

0.1420

0.0875

JG120154J14316_1000

0991 0.2806
JGI20156J14371_1000

0598 0.5263
MEP401 0.3452
MEP402 0.2370

Station102_SUR_ALL
_assembly_NODE_628
_length_25877_cov_2.
854117
Station168_DCM_AL
L_assembly_NODE_1
952_length_39344 cov
_140.040469
Station168_1ZZ_ALL_
assembly_NODE_3354
_length_27763_cov_21
4.623719
Station180_ZZZ ALL
_assembly_NODE_261
9_length_24406_cov_1
0.970720
Station188_DCM_AL
L_assembly_NODE_1
692_length_30884_cov
_155.533199
Station188_SUR_ALL
_assembly_NODE_204
6_length_28441 cov_1
14.578384
Station193_SUR_ALL
_assembly_NODE_727
_length_39660_cov_39
.387855
Station194_SUR_ALL
_assembly_NODE_975
_length_31631_cov_35
.550576
Station210_MES_ALL
_assembly_NODE_186
6_length_31658_cov_9
707623

0.6248

0.0014

0.0014

0.0318

0.0015

0.0018

0.2887

0.0051

0.0015

0.0092

0.0032

0.0071

0.0111

0.0019

0.0780

0.0778

0.0361

0.0772

0.0744

0.0089

0.0605

0.0773



Station23_DCM_ALL
_assembly_NODE_74
4_length_20427_cov_

3.425093 0.1748
DelMOSum2010_c100
01091 0.2304
DelMOSum2011_c100
00730 0.2308
DTR_891301 0.8777

Ga0070745_1000574 NA
Ga0070749_10001118 NA
Ga0070752_1000752 NA
Ga0070753_1000519 NA
Ga0070754_10001132 NA
Ga0099846_1000230 NA
Ga0115003_10001199 0.4075
Ga0181606_10001126 NA
Ga0196899_1000350 NA
Ga0208644_1000301 NA
Ga0208645_1001054 NA
Ga0208898_1000378 NA
Ga0209337_1000319 0.6467

Ga0209337_1001091 0.5461

0.0142

0.0111

0.0111

0.0002

NA

NA

NA

NA

NA

NA

0.0053

NA

NA

NA

NA

NA

0.0016

0.0028

Station23_DCM_ALL
_assembly_NODE_74
4_length_20427_cov_

3.425093 0.0000
DelMOSum2010_c10
001091 0.0000
DelMOSum2011_c10
000730 0.0000
DTR_891301 0.0007

Ga0070745_1000574 NA
Ga0070749_10001118 NA
Ga0070752_1000752 NA
Ga0070753_1000519 NA
Ga0070754_10001132 NA
Ga0099846_1000230 NA
Ga0115003_10001199 0.0000
Ga0181606_10001126 NA
Ga0196899_1000350 NA
Ga0208644_1000301 NA
Ga0208645_1001054 NA
Ga0208898_1000378 NA
Ga0209337_1000319 0.0000

Ga0209337_1001091 0.9129

0.2973

0.1396

0.1396

0.0867

NA

NA

NA

NA

NA

NA

0.1480

NA

NA

NA

NA

NA

0.1884

0.0001

Station23_DCM_ALL
_assembly_NODE_74
4_length_20427_cov_

3.425093 0.0005
DelMOSum2010_c100
01091 0.0300
DelMOSuUmM2011_c100
00730 0.0297
DTR_891301 0.0004

Ga0070745_1000574 NA
Ga0070749_10001118 NA
Ga0070752_1000752 NA
Ga0070753_1000519 NA
Ga0070754_10001132 NA
Ga0099846_1000230 NA
Ga0115003_10001199 0.0004
Ga0181606_10001126 NA
Ga0196899_1000350 NA
Ga0208644_1000301 NA
Ga0208645_1001054 NA
Ga0208898_1000378 NA
Ga0209337_1000319 0.0002

Ga0209337_1001091 0.6582

0.0911

0.0365

0.0367

0.0956

NA

NA

NA

NA

NA

NA

0.0946

NA

NA

NA

NA

NA

0.1030

0.0015

Station23_DCM_ALL
_assembly_NODE_744
length_20427_cov_3.

425093 0.0102
DelMOSum2010_c100
01091 0.1161
DelMOSum2011_c100
00730 0.1171
DTR_891301 0.9323

Ga0070745_1000574 NA
Ga0070749_10001118 NA
Ga0070752_1000752 NA
Ga0070753_1000519 NA
Ga0070754_10001132 NA
Ga0099846_1000230 NA
Ga0115003_10001199 0.3289
Ga0181606_10001126 NA
Ga0196899_1000350 NA
Ga0208644_1000301 NA
Ga0208645_ 1001054 NA
Ga0208898_1000378 NA
Ga0209337_1000319 0.1596

Ga0209337_1001091 0.2725

0.0512

0.0195

0.0194

0.0001

NA

NA

NA

NA

NA

NA

0.0076

NA

NA

NA

NA

NA

0.0156

0.0096



Ga0209482_1000527 0.0788
JG124006J15134_1000

0376 0.7137
JGI24006J15134_1000
0703 0.6951

Station158_DCM_AL
L_assembly_NODE_1
718_length_36818_co
v_7.163969

Station173_DCM_AL
L_assembly_NODE_2
308_length_35401_co
v_5.845103

Station180_SUR_ALL

_assembly_NODE_45
06_length_23816_cov
~3.590548

Station188_SUR_ALL
_assembly_NODE_18

77_length_30316_cov

_138.806451

Station194_DCM_AL
L_assembly NODE_1
131_length_35573_co
v_8.730531

Station201_DCM_AL
L_assembly NODE_2
223_length_23666_co
v_9.889162

Station201_SUR_ALL

_assembly_NODE_21
48 length_24684 cov
_6.571887

Station205_SUR_ALL
_assembly_NODE_88

6_length_33890_cov_

838.440934

0.3935

0.0792

0.4657

0.1544

0.8784

0.6103

0.6425

0.4778

0.0238

0.0010

0.0012

0.0057

0.0237

0.0041

0.0157

0.0002

0.0020

0.0017

0.0039

Ga0209482_1000527 0.0000
JG124006J15134_100

00376 0.0000
JGI24006J15134_100
00703 0.9796

Station158_DCM_AL
L_assembly_NODE_1
718_length_36818_co
v_7.163969

Station173_DCM_AL
L_assembly_NODE_2
308_length_35401_co
v_5.845103

Station180_SUR_ALL

_assembly_NODE_45
06_length_23816_cov
~3.590548

Station188_SUR_ALL

_assembly NODE_18
77_length_30316_cov
_138.806451

Station194_ DCM_AL
L_assembly_NODE_1
131_length_35573_co
v_8.730531

Station201_DCM_AL
L_assembly_NODE_2
223_length_23666_co
v_9.889162

Station201_SUR_ALL

_assembly_NODE_21
48 length_24684 cov
_6.571887

Station205_SUR_ALL
_assembly_NODE_88

6_length_33890_cov_

838.440934

0.0001

0.0000

0.1113

0.0000

0.0007

0.0000

0.0000

0.0225

0.2123

0.1519

0.0000

0.1105

0.2257

0.0198

0.3152

0.0868

0.1939

0.1579

0.0403

Ga0209482_1000527 0.0000
JG124006J15134_1000

0376 0.0004
JGI24006J15134_1000
0703 0.6606

Station158_DCM_AL
L_assembly_NODE_1
718_length_36818 co
v_7.163969

Station173_DCM_AL
L_assembly_NODE_2
308_length_35401_co
v_5.845103

Station180_SUR_ALL

_assembly_NODE_45
06_length_23816_cov
~3.590548

Station188_SUR_ALL
_assembly NODE_18
77_length_30316_cov

0.0008

0.0000

0.0000

138.806451 0.0000
Station194_ DCM_AL
L_assembly_NODE_1
131_length_35573_co
v_8.730531 0.0004
Station201_DCM_AL
L_assembly_NODE_2
223_length_23666_co
v_9.889162 0.0003

Station201_SUR_ALL

_assembly_NODE_21
48 length_24684 cov
_6.571887

Station205_SUR_ALL
_assembly_NODE_88

6_length_33890_cov_

838.440934

0.0007

0.0247

0.4694

0.0955

0.0015

0.0845

0.4552

0.2474

0.1410

0.0956

0.0994

0.0877

0.0391

_7.163969

5845103

8.730531

9.889162

Ga0209482_1000527 0.7973
JGI124006J15134_1000

0376 0.5148
JGI24006J15134_1000
0703 0.3284

Station158_DCM_AL
L_assembly_NODE_1

718 _length_36818 cov

0.5161

Station173_DCM_AL
L_assembly_NODE_2
308_length_35401 cov

0.9145

Station180_SUR_ALL

_assembly_NODE_450
6_length_23816_cov_3
.590548

Station188_SUR_ALL

_assembly_NODE_187
7_length_30316_cov_1
38.806451

Station194_DCM_AL
L_assembly_NODE_1
131_length_35573_cov

0.3937

0.1133

0.9322

Station201_DCM_AL
L_assembly_NODE_2

223 length_23666_cov

0.1047

Station201_SUR_ALL

_assembly_NODE_214
8_length_24684 cov_6
.571887

Station205_SUR_ALL

0.2723

_assembly_NODE_886

_length_33890_cov_83

8.440934 0.6824

0.0005

0.0034

0.0076

0.0034

0.0001

0.0058

0.0198

0.0001

0.0208

0.0096

0.0013



Station206_MES_ALL
_assembly_NODE_28
59 length_27141_cov
_15.436240

Station206_SUR_ALL
_assembly_NODE_12
46_length_34088_cov
_7.508859

Station206_SUR_ALL
_assembly_NODE_30
88_length_18899 cov
~3.719699

Station208_SUR_ALL
_assembly_NODE_13
44 _length_27476_cov
~10.272273

Station209_SUR_ALL
_assembly_NODE_32
51_length_23277_cov
_117.626647

Station209_SUR_ALL
_assembly_NODE_34
81_length_22302_cov
_43.575448

Station82_SUR_COM
BINED_FINAL_NOD
E_1640_length_21266
_cov_4.234360

0.5630

0.8843

0.7185

0.5996

0.1503

0.6905

0.6289

0.0026

0.0002

0.0010

0.0021

0.0160

0.0012

0.0018

Station206_MES_AL
L_assembly_ NODE_2
859 length_27141 co
v_15.436240

Station206_SUR_ALL
_assembly_NODE_12
46_length_34088_cov
_7.508859

Station206_SUR_ALL
_assembly_NODE_30
88_length_18899 cov
~3.719699

Station208_SUR_ALL
_assembly_NODE_13
44 _length_27476_cov
~10.272273

Station209_SUR_ALL
_assembly_NODE_32
51_length_23277_cov
_117.626647

Station209_SUR_ALL
_assembly_NODE_34
81_length_22302_cov
_43.575448

Station82_SUR_COM
BINED_FINAL_NOD
E_1640_length_21266
_cov_4.234360

0.0000

0.0176

0.0000

0.0000

0.0000

0.0000

0.0000

0.1794

0.0436

0.1432

0.1929

0.3439

0.1508

0.1770

Station206_MES_ALL
_assembly_NODE_28

59 length_27141 cov

_15.436240

Station206_SUR_ALL
_assembly_NODE_12
46_length_34088_cov
_7.508859

Station206_SUR_ALL
_assembly_NODE_30
88_length_18899_cov
~3.719699

Station208_SUR_ALL
_assembly_NODE_13
44 _length_27476_cov
~10.272273

Station209_SUR_ALL
_assembly_NODE_32
51_length_23277_cov
_117.626647

Station209_SUR_ALL
_assembly_NODE_34
81_length_22302_cov
_43.575448

Station82_SUR_COM
BINED_FINAL_NOD
E_1640_length_21266
_cov_4.234360

0.0006

0.0392

0.0008

0.0002

0.0001

0.0004

0.0004

0.0878

0.0330

0.0843

0.1034

0.1129

0.0944

0.0954

Station206_MES_ALL
_assembly_NODE_285
9_length_27141 cov_1
5.436240

Station206_SUR_ALL
_assembly_NODE_124
6_length_34088 cov_7
.508859

Station206_SUR_ALL
_assembly_NODE_308
8_length_18899 cov_3
.719699

Station208_SUR_ALL
_assembly_NODE_134
4_length_27476_cov_1
0.272273

Station209_SUR_ALL
_assembly_NODE_325
1 length_23277_cov_1
17.626647

Station209_SUR_ALL
_assembly_NODE_348
1 length_22302_cov_4
3.575448

Station82_SUR_COM
BINED_FINAL_NOD
E_1640_length_21266
_cov_4.234360

0.0433

0.9841

0.5147

0.0778

0.0042

0.4975

0.1388

0.0320

3.17E-06

0.0034

0.0245

0.0631

0.0037

0.0173




Table S4 qPCR primer sequences used in this study

Primer set Primer Sequence (5 -3) GC(%) Product
size (bp)

MEP401-F/R CAAGCTATGCATGGTTGGGT 50% 132
CCTACAAGCACATCGCACTT 50%

MEP402-F/R GCATTGGCTACGCAGGTATG 55% 104
AGGATGGGTAAGCTAGGTCTTG 50,
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