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Figure S3. Dendrogram calculated from the Mass Spectra Profiles (MSP) of the 27 isolates used to
construct the MALDI-TOF MS database. The dendrogram was constructed with the MALDI BioTyper
compass explorer v4.1, with the distance set to 'Euclidean’ and the linkage set to 'complete’. Isolates
from clade B are shown with branches in blue, except for the divergent isolate EFM-S5-06 in black.

|Isolates from the A1/A2 clade are shown with branches in red.



