Description of Additional Supplementary Files

File name: Supplementary Data 1

Description: Statistics of raw sequencing data

File name: Supplementary Data 2

Description: Contig length and their genomic coordinates

File name: Supplementary Data 3
Description: Statistics of the NCBA BosT1.0 assembly

File name: Supplementary Data 4
Description: Genome coverage by ONT ultra-long reads, PacBio HiFi reads, and

[llumina reads

File name: Supplementary Data 5

Description: Contig coordinates for each chromosome

File name: Supplementary Data 6
Description: Filled gaps of ARS-UCDI1.2 by the NCBA_ BosT1.0 assembly

File name: Supplementary Data 7
Description: Genomic coordinates of placed scaffolds of ARS-UCDI1.2 in the
NCBA BosT1.0

File name: Supplementary Data 8

Description: Genomic annotations of the NCBA BosT1.0

File name: Supplementary Data 9

Description: Gene statistics of cattle for each immune locus in the IMGT database

File name: Supplementary Data 10
Description: Contig length of MHC haplotypes



