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Supplemental Figure 1. Cancer by numbers. A. The incidence and B. the mortality of top cancers occurring across all
races/ethnicities, male and female in the United States. The data are represented as rate per 100,000 people. Data
Source- U.S. Cancer Statistics Working Group. U.S. Cancer Statistics Data Visualizations Tool, based on 2019 submission
data (1999-2017): U.S. Department of Health and Human Services, Centers for Disease Control and Prevention and
National Cancer Institute; www.cdc.gov/cancer/dataviz, released in June 2020. C. “Liquid biopsy” publications, with an
increasing interest over time. D. Individual terms of liquid biopsy registered publications in 2020.
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Supplementary Table 1. An overview of studies investigating the clinical utility of multiple
liquid biopsy analytes in combination and individually.
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