Figure S4 related to Figure 5

Overcapture analysis of cellular sphingolipids by CD1
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Most common chain length lipids of sphingolipid classes eluated from CD1 proteins
including sphingomyelin, ceramide, hexosylceramide, and lactosylceramide were
normalized to the individual PC intensities and compared to the same cellular

lipid species indicated as the dotted line.



