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Supplemental Figure 1. Seq2Logo motifs for the total peptide groups: A and B) Seq2Logo 4 

motifs for the total peptides for the B*44:05-WT (A) and B*44:05-TPN-KO (B) comparisons are 5 

shown, corresponding to Figure 2. C and D) Seq2Logo motifs for the total set of peptides for 6 

B*44:05 (C) and B*44:02 (D) comparisons are shown, corresponding to Figure 3.  7 
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Supplemental Figure 2: Grouping of peptides into unique and shared sets: A) The table shows 15 

the distribution of the full set of peptides identified from six MS/MS runs grouped into those 16 

unique to B*44:05-WT (red), those unique to B*44:05-TPN-KO (blue) and those shared across 17 

both B*44:05-WT and B*44:05-TPN-KO conditions (green). B) The table shows the distribution 18 

of the full set of peptides identified from six MS/MS runs grouped into those unique to B*44:05-19 

WT (red), those unique to B*44:02-WT (blue) and those shared across both B*44:05-WT and 20 

B*44:02-WT conditions (green).   21 
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Supplemental Figure 3: Seq2Logo motifs for the unique and shared peptide groups in the 2 

B*44:05 vs B*44:05-Tapasin-KO comparisons: A-C) Seq2Logo motifs for 9-mer, 10-mer, and 3 

11-mer peptides grouped into the peptides unique to B*44:05-WT (A), unique to B*44:05-TPN-4 

KO (B) and shared across the two conditions (C) using the unique and shared peptide sets defined 5 

in Supplemental Figure 2A.  6 
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Supplemental Figure 4: Seq2Logo motifs for the unique and shared peptide groups in the 2 

B*44:05 vs B*44:02 comparisons: A-C) Seq2Logo motifs for 9-mer, 10-mer, and 11-mer 3 

peptides among the peptides unique to B*44:05 (A), unique to B*44:02 (B) and shared between 4 

B*44:02 and B*44:05 (C) using the unique and shared peptide sets defined in Supplemental Figure 5 

2B. 6 


