Supplementary Table S2. Significant features in the univariable analysis for prediction of

progression-free survival.

CD8+/PD1+ cells within 10 uym of a PDL1+ cell

Feature Description HR (95% CI) P-value
PanCK col o he nearest CDE+ cel, wilin a 10 im search radius - | 034(014,079) | 0013
Cistance of a PanCK cal o the nearest CDB+ oell wilin a 30 im searoh radive | 130 (100, 160) | 0045
Eg)lrrlt?eensa\ﬁﬁ!iﬁ igrﬂﬁ:eéfvgtgigigi (Zzil:helial tumor region: The average number of 3.1e-6 (1.4e-11, 0.70) 0.044
i itance of 2 PDA+ col to the neareat PDLL+ coll wili 2 30 o soarch radius. | 070 (©51.0.96) | 0025
CD3+PDLL oellewiin 10 um of 8 CBAIPDLL cell o 4.3e-6 (260-10,007) | 0.013
CD3+PDLL ool wihin 30 um of 8 COBAIPDLL cell o 029(011,081) | 0018
CD3+PDLL+ ool fo he noarest CDB+PDL+ cel within a 30 pm seareh radius 140(110,1.90) | 0009
CDBHPDLL colls winin 10 pm of A PDLLF col oo et 6.36-10 (34e-17,0.01)]  0.013
CDBHPDLL coll winin 30 pm of 4 PDLLF cal - oo et 019(004,089) | 0027
Coll 0 the neareat CDBIPDL+ cel within a 30 ym search radus | 140110180 | 0019
CD3+PDLL oells w10 um of 3 PanCKAPDLLE cel o 15-0 (2.7e-16,0.01) | 0.01
CD3+PDLL oells wiin 30 ym of & PaNCKPDLLE cel o 0.0 (0.01,055) | 0.0009
From the Panel 2 sample, within the tumor region: The_ m_edian distance of a _ 13 (11, 1.6) 0.011
PanCK+/PDL1+ cell to the nearest CD8+/PD1+ cell, within a 30 um search radius
E(re(l)lrsnv\tlnﬁiEziréeLans;n;plleD,l\_/vliihicneltre tumor region: The average number of PD1+ 4e-8 (3.1e-13, 0.01) 0.004
Etracl)lrsnvxt/?tﬁir?%%e;ljrisci‘rgpll%l\_,vliihicneltre tumor region: The average number of PD1+ 0.26, (0.9, 0.73) 0.01
From the Panel 2 sample, withi_n t_he tumor region: The r_nedian distance of a PDL1+ 14(11,18) 0.009
cell to the nearest PD1+ cell, within a 30 ym search radius
From the Panel 2 sample, within the tumor stroma region: The average number of 3.9e-10 (7.1e-18. 0.02) 0017




From the Panel 2 sample, within the tumor stroma region: The average number of

CD8+/PD1+ cells within 30 pm of a PanCK+/PDL1+ 0.18 (0.04, 0.77) 0.021
CD3+PDL- oell from the nearest CDBHPDLLS cel itk a 10 jm search radius | 013(002.069) | 0016
Egﬂt?;lsax;ﬁ:iﬁ igr:ﬁ:eéfvgtgigigi téjernor stroma region: The average number of 1.60-6 (9e-11, 0.03) 0.007
Egﬂt?;lsax;ﬁ:iﬁ Zgr:ﬁ:eéfvgtgigﬂi tcl:Jernor stroma region: The average number of 0.35 (0.15, 0.82) 0.016
From the Panel 2 sample, within the tumor stroma region: The median distance of a 1.40 (1.10, 1.70) 0.015

PDL1+ cell to the nearest PD1+ cell, within a 30 um search radius




