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- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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Randomization
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
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The datasets generated and/or analyzed in this study are available in the ProteomeXChange Consortium under accession code PXD038870, and from the
corresponding author upon request. The scripts used for MD simulations can be found at https://github.com/Ash-Nguyen/Trpzip.
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No specific hypothesis or calculation of sample sizes was performed. Sample sizes were based on optimal density of cells or organoids for 3D
culture with a minimum of n=3 technical replicates, across three different organoid lines with repeated independent experiments performed
as necessary. Imaging of individual organoids were done with at least 20 images to represent the population of each condition.

No data acquired for quantitative analysis were excluded.

All attempts at replication were successful. Live/dead viability was quantified across at least three independently prepared hydrogels.
Bioprinted constructs were replicated at least three times and average diameter quantified across all printed constructs. Antimicrobial testing
was performed on triplicate samples. Proteomics analysis of adult intestinal organoids was performed independently with three different
patient-derived cell lines.

All cell and organoid samples were randomly allocated to each experimental group.

The same investigators both designed and performed experiments and data analysis, therefore there was no blinding concerning sample
identity.




