
Description of Additional Supplementary Files

Supplementary Data 1-8:

Supplementary Data 1. Accession of GWAS and TWAS in this study.

Supplementary Data 2. Overlap between our GWAS loci and reported GWAS QTLs or gene.

Supplementary Data 3. List of plant height loci identified by TWAS.

Supplementary Data 4. The amino acid sequence of SPAs and its homologous proteins.

Supplementary Data 5. The conserved domains of insertion sequence were analyzed using the Blast N method in NCBI.

Supplementary Data 6. The sequence of Ty1/Copia -like retrotransposon.

Supplementary Data 7. The haplotype, plant height and geographic information of soybean accessions in this study.

Supplementary Data 8. The primer in this study.


