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Expanded View Figures

Figure EV1. CORUM complex z-scores of AUPRC values for PCA normalization. >

AUPRC values per complex (rows) for the un-normalized DepMap 20Q2 data (Data ref: Broad DepMap, 2020) (far left column) are compared to PCA-normalized DepMap data
with the first 1, 3, 5,7, 9, 11, 13, 15, 17, or 19 PCs removed. AUPRC values have been z-score-normalized per row for visualization purposes.
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Figure EV2. CORUM complex z-scores of AUPRC values for robust PCA normalization. >

AUPRC values per complex (rows) for the un-normalized DepMap 20Q2 data (Data ref: Broad DepMap, 2020) (far left column) are compared to robust RPCA-normalized
DepMap data for 1 = 0.0049, 0.0056, 0.0063, 0.007, 0.0077, 0.0084, 0.0091. AUPRC values have been z-score-normalized per row for visualization purposes.
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Figure EV3. CORUM complex z-scores of AUPRC values for autoencoder normalization. >

AUPRC values per complex (rows) for the un-normalized DepMap 20Q2 data (Data ref: Broad DepMap, 2020) (far left column) compared to AE-normalized DepMap data with
latent space size (LS) = 1, 2, 3, 4, 5, 10. AUPRC values have been z-score-normalized per row for visualization purposes.
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Figure EV4. K-nearest neighbor classifier tissue-lineage prediction results comparing un-normalized and RPCO-normalized DepMap 20Q2 (Data ref: Broad >
DepMap, 2020) cell line similarity networks.

A Overall F1, Precision, and Recall scores (weighted mean across classes) across different values of K (x-axis). Dashed line represents the scores from a baseline random
classifier.
B Class-level (tissue-lineage) F1, Precision, and Recall scores for K = 5 where x-axis depicts tissue lineage.

© 2023 The Authors Molecular Systems Biology 19: 11657 | 2023 EV7



Arshia Zernab Hassan et al

e Un-normalized
RPCO

RPCO

0251000000000

1.00

(&) -

30.50
0.00+

x

— 0.757
)

“eev 4,

1.00
S0.757

0.50
0 0.254

000 -~~~ ———~

c
2
(&)
()
st

- Prostate
@ [Plasma cell
-Blood
-Periph. nerv. sys.
- Lymphocyte
-Bone
-Skin
- Central nerv. sys.
- Up. aerodigestive
-Lung
@ |- Colorectal
-Liver
® [Breast
@® [Ovary
@® [Pancreas
®» |Kidney
- Urinary tract
- Soft Tissue
-Esophagus
@ Gastric
-Uterus
D rBile duct
- Cervix
- Thyroid
- Fibroblast
"Eye

02500 ®0e0®®

A 1.004
0.75+

= 0.504
0.004
0.75+

...‘:0.50-.
0.254

Molecular Systems Biology
B 1.00

0.00-

- Prostate

- Blood

- Plasma cell

- Periph. nerv. sys.
-Bone

- Lymphocyte
-Skin

- Central nerv. sys.
- Up. aerodigestive
- Colorectal

- Breast

- Urinary tract
~Lung

- Liver

® | Ovary

-~ Soft Tissue

@ (Pancreas

- Kidney
@ Gastric
-Uterus
- Esophagus
-Cervix

D |Bile duct

- Thyroid
- Fibroblast
rEye

@ Plasma cell
@ - Periph. nerv. sys.
® - Blood
- Lymphocyte
- Skin
- Central nerv. sys.
- Bone
- Lung
- Up. aerodigestive
¢ - Pancreas
@ Colorectal
@® |Liver
- Ovary
@® FKidney
@ |- Breast
®

- Soft Tissue

Urinary tract
Esophagus
Gastric
Uterus
Dr Bile duct

Cervix

o Eye
Thyroid

Prostate
Fibroblast

T
o
Q
o

1.004
— 0.75+

©

(@] 4
&) 0.50
0.254

© 2023 The Authors

19: €11657 | 2023

Molecular Systems Biology

Figure EV4.
EV8



Arshia Zernab Hassan et al Molecular Systems Biology

Figure EV5. Confusion matrix from K-nearest neighbor classifier (K = 5) showing prediction results for each class (tissue lineage) of cell lines from un- >
normalized and RPCO-normalized DepMap 20Q2 (Data ref: Broad DepMap, 2020) cell line similarity networks.

X-and y-axes are class labels. The top row depicts the true number of cell lines in each class, and the right-most column is the number of predicted cell lines for each class. The
diagonal represents true positives. Each row represents false positives, and each column represents false negatives sans the diagonal entry.
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