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Supplementary Figures

Figure S1. The dual Sirt2/HDAC6 inhibitor 33 also shows an inhibition of Sirt2-mediated
demyristoylation in a biochemical activity assay,[1] which is based on the conversion of a myristoylated
peptide substrate (triplicate measurement, see Experimental Section for experimental details). The Sirt2
selective inhibitor 5,[2] which was previously shown to inhibit Sirt2-mediated demyristoylation,[3] was

used as a control.
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Figure S2. Results of the MD simulation of the Sirt2-5 crystal structure (PDB ID: 80WZ) for two
repeated MD runs (100 ns). a) RMSD plot of protein heavy atoms. b) RMSD plot of ligand heavy atoms.
RMSD plot of MD 1 is colored red, for MD run 2 it is colored cyan.
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Figure S3. Results of the MD simulation of the HDAC6-57 crystal structure (PDB ID 8G20) for two
repeated MD runs (100 ns). a) RMSD plot of protein heavy atoms. b) RMSD plot of ligand heavy atoms.
¢) RMSD plot of the zinc ion. d) Distance plot of the coordination of the hydroxamate oxygens O1 (NO")
and O2 (CO) to the zinc ion. RMSD plot of MD 1 is colored red, for MD run 2 it is colored cyan.
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Figure S4. Results of the MD simulation of the Sirt2-33 docking complex for two repeated MD runs
(100 ns). a) RMSD plot of protein heavy atoms. b) RMSD plot of ligand heavy atoms. RMSD plot of
MD 1 is colored red, for MD run 2 it is colored cyan.
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Figure S5. Results of the MD simulation of the Sirt2-32 docking complex for two repeated MD runs
(100 ns). a) RMSD plot of protein heavy atoms. b) RMSD plot of ligand heavy atoms. RMSD plot of
MD 1 is colored red, for MD run 2 it is colored cyan.
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Figure S6. Shown are selected frames of MD simulations of Sirt2 ligand complexes at 0 ns (lime carbon
atoms), 50 ns (magenta carbon atoms) and 100 ns (yellow carbon atoms). Ligands are shown as sticks,
proteins are shown as white cartoons for clarity. a) Frames of the MD run 1 of Sirt2-5 crystal structure
(PDB ID: 8OWZ). b) Frames of the MD run 2 of Sirt2-5 crystal structure (PDB ID: 8OWZ). c¢) Frames
of the MD run 1 of Sirt2-33 docking complex. d) Frames of the MD run 2 of Sirt2-33 docking complex.
e) Frames of the MD run 1 of Sirt2-32 docking complex. f) Frames of the MD run 2 of Sirt2-32 docking
complex.
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Figure S7. Results of the MD simulation of the HDAC6-33 docking complex for two repeated MD runs
(100 ns). a) RMSD plot of protein heavy atoms. b) RMSD plot of ligand heavy atoms. ¢c) RMSD plot of
the zinc ion. d) Distance plot of the coordination of the hydroxamate oxygens O1 (NO") and O2 (CO) to
the zinc ion. RMSD plot of MD 1 is colored red, for MD run 2 it is colored cyan.
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Figure S8. Results of the MD simulation of the HDAC6-32 docking complex for two repeated MD runs
(100 ns). a) RMSD plot of protein heavy atoms. b) RMSD plot of ligand heavy atoms. ¢c) RMSD plot of
the zinc ion. d) Distance plot of the coordination of the hydroxamate oxygens O1 (NO") and O2 (CO) to
the zinc ion. RMSD plot of MD 1 is colored red, for MD run 2 it is colored cyan.
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Figure S9. Shown are selected frames of the MD simulations of HDAC6-ligand complexes at 0 ns (lime
carbon atoms), 50 ns (magenta carbon atoms) and 100 ns (yellow carbon atoms). Ligands are shown as
sticks, proteins are shown as white cartoons for clarity and the zinc ions are shown as orange spheres.
a) Frames of the MD run 1 of the HDAC6-57 crystal structure. b) Frames of the MD run 2 of the
HDACG6-57 crystal structure. ¢) Frames of the MD run 1 of HDAC6-33 docking complex and d) Frames
of the MD run 2 of HDAC6-33 docking complex. e) Frames of the MD run 1 of HDAC6-32 docking
complex. f) Frames of the MD run 2 of HDAC6-32 docking complex.
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Figure S10. Chemical structures of molecular tools used to demonstrate cellular target engagement for
the dual Sirt2/HDACG6 inhibitor 33. A) Sirt2 selective fluorescent probe SirReal-TAMRA (61),[3, 4]
which was used to demonstrate cellular Sirt2 target engagement for the dual Sirt2/HDACG6 inhibitor 33
via a cellular NanoBRET assay. B) HDACG6 selective PROTAC B4 (62),[5] which was used to
demonstrate cellular HDAC6 target engagement for the dual Sirt2/HDAC6 inhibitor 33 via a
degradation rescue experiment.
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Figure S11. Dual Sirt2/HDACS6 inhibitors 32 and 33 evoke no significant off-target inhibition of class I
HDAC:s at a cellular level, as shown by the investigation of histone H3 hyperacetylation, a marker for
cellular inhibition of HDACI1-3. Tests were performed with MCF-7 breast cancer cells, a well-
established cell line for the investigation of class I HDAC inhibition.[6-8] A) Representative western
blot from whole cell lysates of MCF-7 cells after 24 h treatment with dual Sirt2/HDACG6 inhibitors 32
or 33, unconjugated Sirt2 inhibitor 4, unconjugated HDAC6 inhibitor 57, and the Sirt2/HDAC inhibitor
46. SAHA was used as a positive control and DMSO as a vehicle control. Compounds were tested at a
concentration of 10 uM. B) Western blot quantification (n = 3). C) Effects of 33 on histone H3
acetylation at compound concentrations of 10 pM and 20 uM. Representative western blot from whole
cell lysates of MCF-7 breast cancer cells after 24 h treatment with the dual Sirt2/HDACS6 inhibitors 33.
D) Western blot quantification (n = 3).
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Supplementary Tables

Table S1. Dual Sirt2/HDACS6 inhibitor 33 tested by means of biochemical in vitro deacylation assays
(see Experimental Section for more experimental details).[9-11] ICso values [uM, mean = SD] or
percentual inhibition at a given concentration of the dual Sirt2/HDAC6 inhibitor. Nicotinamide (NA)
and panobinostat (Pano) were used as reference compounds for sirtuin and Zn**-dependent HDAC

inhibition, respectively.

Cmpd Sirtsl Sirtels) HDACAD) HDACSD) HDACT®) HDACS HDACY® HDAC10)
> 500 uM > 500 uM >20 M >6uM >6uM 204045 >20 1M >6uM
33 (1% @500 M,  (10% @500 pM, (7% @20 uM,  (57% @ 20 uM, (57% @ 20 uM, M (37% @ 20 uM, (64% @ 20 M,
2% @ 200 uM) 0% @ 200 uM) 4% @ 6 uM) 18% @ 6 uM) 29% @ 6 uM) # 17% @ 6 uM) 27% @ 6 uM)
NA 140 £ 17 uM 590 + 73 uM n.t.l4 n.tl4 n.tld n.tl4 n.t4 n.td
0.303 +£0.038 0.0423 £0.0116 0.51+0.05 1.65+0.83 uM 0.00262 + 0.00002
Pano n.tl4 n.tld 1.25+ 091 pM
M M M M

[a] Test performed in duplicate; [b] Tests performed in triplicate (n = 2); [c] Tests performed in triplicate;

[d] n.t. = not tested
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Table S2. Crystallographic data collection and refinement statistics for the Sirt2- and HDAC6-inhibitor

complexes.

Data Collection
Inhibitor

Protein

Space group

a, b, c(A)

a, B, y (deg)
Wavelength (A)
Resolution (A)
Total/unique no. of
reflections

Rmergea'b
Rpima'c
CCip*?

lo(l)“

Redundancy”
Completeness (%)*
Refinement

No. of reflections used in
refinement/test set
Rworke

Rfree/ .

Number of Atoms?
protein

ligand

solvent

Average B Factors (A2)
protein

ligand

solvent

RMS Deviations

bonds (A)

angles (deg)
Ramachandran plot (%)"
favored

allowed

outliers

PDB accession code

5

Sirt2

P2,

35.81, 73.46, 55.33
90.00, 95.34, 90.00
0.9677

55.09 — 1.65 (1.68 — 1.65)

227,570/33,934

0.096 (1.016)
0.040 (0.411)
0.998 (0.741)
11.3 (2.0)
6.7 (7.0)
98.7 (99.1)

33,902 (3,429)

0.168 (0.234)
0.197 (0.250)

2439
80
230

26.5
32.1
31.0

0.007
0.94

97.26
2.74

0
80OWZ

55

HDAC6

P2,

55.66, 48.39, 74.52

90, 106.18, 90

0.97918

71.57-1.87 (1.91 - 1.87)

114,480/31,171

0.280 (1.308)
0.237 (1.164)
0.974 (0.389)
7.6 (1.1)
3.7(2.9)

98.3 (91.1)

31,044 (2,903)

0.204 (0.400)
0.254 (0.424)

2780
30
209

26
34
31

0.006
0.79

972
2.8

0
8G1Z

? Values in parentheses refer to the highest-resolution shell of the data.
b Rinerge = X\ — (In)/XAI1); In = intensity measure for reflection 4; (I,) = average intensity for reflection 4 calculated

from replicate data.

€ Rpim = Y.(1/(n — DAL, - {Ip)|/>(I1); n = number of observations (redundancy).
4CCp = 02/(c* + 6.2), where .2 is the true measurement error variance and o.” is the independent measurement

error variance.

57

HDAC6

P1

48.24, 55.54, 74.40

73, 89.90, 82.82

0.97934

29.05-1.77 (1.81 - 1.77)

187,535/69,137

0.131 (0.552)
0.121 (0.352)
0.986 (0.649)
5.4 (1.5)

2.7 (2.6)

96.1 (89.2)

69,115 (6,516)

0.192 (0.270)
0.229 (0.344)
2439

5506

83

400

15
20
19

0.010
0.99

96.9
3.1

0
8G20

¢ Ruork = Y ||Fo| - [Fe||/>|Fo| for reflections contained in the working set. |F,| and |F,| are the observed and calculated
structure factor amplitudes, respectively.
I Riree = Y||Fo| - |Fe|l/3|Fo| for reflections contained in the test set held aside during refinement.

g Per asymmetric unit.

k Assessed by MolProbity.
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NMR spectra

NMR spectra for compounds 21-22, 25-40, 42-46 and 55-60 can be found on the following pages.
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9F NMR (377 MHz, DMSO-ds) for compound 21
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3C NMR (101 MHz, DMSO-ds) for compound 22
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3C NMR (151 MHz, DMSO-ds) for compound 25
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'H NMR (400 MHz, DMSO-dj) for compound 26
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3C NMR (151 MHz, DMSO-ds) for compound 26
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H NMR (400 MHz, DMSO-dj) for compound 27
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3C NMR (151 MHz, DMSO-dj) for compound 27
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3C NMR (151 MHz, DMSO-ds) for compound 28
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'H NMR (400 MHz, DMSO-dj) for compound 29
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3C NMR (151 MHz, DMSO-ds) for compound 30
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9F NMR (377 MHz, DMSO-ds) for compound 31
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9F NMR (565 MHz, DMSO-ds) for compound 32
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9F NMR (377 MHz, DMSO-ds) for compound 33
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'H NMR (400 MHz, DMSO-dj) for compound 34
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3C NMR (101 MHz, DMSO-ds) for compound 34
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'H NMR (400 MHz, DMSO-dj) for compound 36
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3C NMR (101 MHz, DMSO-ds) for compound 36
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'H NMR (400 MHz, DMSO-dj) for compound 37
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3C NMR (101 MHz, DMSO-ds) for compound 37

165.77

150.06
128.99
127.78
127.15
—60.54

/
\

—45.36

—14.21

200 190 180 170 160

150 140 130 120 110 100 90 80 70 60

f1 (ppm)

50

40

30

20

10

S51



'H NMR (400 MHz, DMSO-dj) for compound 38
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3C NMR (101 MHz, DMSO-ds) for compound 38
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'H NMR (400 MHz, DMSO-dj) for compound 39
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3C NMR (101 MHz, DMSO-ds) for compound 39
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'H NMR (400 MHz, DMSO-dj) for compound 40
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3C NMR (151 MHz, DMSO-ds) for compound 40
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H NMR (400 MHz, DMSO-dj) for compound 42
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ds) for compound 42

3C NMR (101 MHz, DMSO
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'H NMR (400 MHz, DMSO-dj) for compound 43
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H NMR (400 MHz, DMSO-dj) for compound 44
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3C NMR (101 MHz, DMSO-ds) for compound 44 (zoomed-in view 1)
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9F NMR (377 MHz, DMSO-dj) for compound 44
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"H NMR (400 MHz, DMSO-dj) for compound 45
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9F NMR (565 MHz, DMSO-ds) for compound 45
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3C NMR (101 MHz, DMSO-dj) for compound 46 (zoomed-in view 1)
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9F NMR (377 MHz, DMSO-ds) for compound 46
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3C NMR (101 MHz, DMSO-ds) for compound 55
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'H NMR (600 MHz, DMSO-ds) for compound 56
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3C NMR (151 MHz, DMSO-ds) for compound 56
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'H NMR (400 MHz, DMSO-dj) for compound 57
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3C NMR (101 MHz, DMSO-ds) for compound 57 (zoomed-in view 1)
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3C NMR (101 MHz, DMSO-dj) for compound 57 (zoomed-in view 2)
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"H NMR (400 MHz, DMSO-d,) for compound 58
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3C NMR (101 MHz, DMSO-ds) for compound 58
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'H NMR (400 MHz, DMSO-dj) for compound 59
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3C NMR (101 MHz, DMSO-ds) for compound 59
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'H NMR (600 MHz, DMSO-dg) for compound 60
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3C NMR (151 MHz, DMSO
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3C NMR (151 MHz, DMSO-dj) for compound 60 (zoomed-in view 1)
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3C NMR (151 MHz, DMSO-dj) for compound 60 (zoomed-in view 2)
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Exemplary HPLC Chromatograms

HPLC chromatogram of 21:

DAD1 B, Sig=254,16 Ref=360,100 (PETER\PGG214-S3 2019-10-30 15-39-14\MZ305_PREP_ACN.D)
q (=
mAU ] 3 09‘?3
4 b OJ
2000 T &
] &
1 ¥
1500 -
1000
500 | o
4 M~
] 0
] [}
0] W
e L o e
5 10 20 25 i
Area Percent Report
Sorted By Signal
Multiplier 1.0000
Dilution 1.0000

Use Multiplier & Dilution Factor with ISTDs

Signal 2: DAD1 B, Sig=254,16 Ref=360,100

Peak RetTime Type

1 13.581 MM
2 14.049 MM
3 15.077 MM
4 15.806 MM
5 29.578 BBA

Totals

Width

Area
[mAU*s ]

278.93054
1.25999e4
145.69951
82.68288
23.77905

1.31310e4

Area Name

.1242 »
5.
.1096 ?
.6297 Ass
.1811 »

9554 ?

?

S95



HPLC chromatogram of 22:

mALl
1000

800

600

400

200

DAD1 B, Sig=254,16 Ref=360,100 (MATTHIAS\MZ304 2019-10-18 15-27-18\MZ304_ACH_2.D)

-

25

Area Percent Report

Sorted By : Signal
Multiplier H 1.0000
Dilution : 1.0000
Use Multiplier & Dilution Factor with ISTDs

Signal 2: DAD1 B, Sig=254,16 Ref=360,1600

Peak RetTime Type Width Area Area
#  [min] [min] [mAU*s] %

.0956 6953.65918 97.9557
.1124  13.26255 ©.1868

Totals : 7098.78160

Name
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HPLC chromatogram of 31:

DAD1 B, Sig=254,16 Ref=360,100 (MATTHIAS\MAZE_MZ311 2019-11-29 14-42-09\MZ311_PREP_ACN_2.D)

mAl ] ©

1000

800

600

400

200

0 ‘ ‘
—— — — T .
] 10 15 20 25 min|
Area Percent Report
Sorted By Signal
Multiplier 1.0000
Dilution 1.0000
Use Multiplier & Dilution Factor with ISTDs
Signal 2: DAD1 B, Sig=254,16 Ref=360,100
Peak RetTime Type Width Area Height Area
# [min] [min] [mAU*s] [mAU] %

——= )= e | ==mmm s | ==mmmmmms | ====mme- \
1 15.326 BV 0.0909 6727.89404 1106.98889 100.0000

Totals 6727.89404 1106.98889
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HPLC chromatogram of 32:

DADT B, Sig=254,16 Ref=360,100 (LARALLT56 CRUDE 2020-05-19 12-39-5T\MZ314RESYNTH.D)
mAU 4 - o
1400 ; _(336(0
1200 &
1000 ]
800
600

400
200
4]

min

Sorted By : Signal
Multiplier : 1.0000
Dilution : 1.0000
Use Multiplier & Dilution Factor with ISTDs

Signal 2: DAD1 B, 5ig=254,16 Ref=36@,100

Peak RetTime Type Width Area Height Area
#  [min] [min] [mAU*s] [mau] %

1 15.031 MM ©.0987 9505.90430 1605.17310 100.0000

Totals : 9505.904309 1605.17310

598



HPLC chromatogram of 33:

DAD1 B, Sig=254,16 Ref=360,100 (MATTHIAS\MAZE_MZ325_PREP 2020-06-16 07-10-31\MZ325 PREP_ACN_3.D)

™
N
&
&

VSQ)

Area Percent Report

Sorted By
Multiplier
Dilution

Signal
1.0000
1.0000

Use Multiplier & Dilution Factor with ISTDs

Signal 2: DAD1 B, S1g=254,16 Ref=360,100
Peak RetTime Type Width Area Height Area

#  [min] [min] [mAU*s] [mAU] %
SRR |=-=n oo | <mmmme |--mmeeee |--omnee |

1 16.530 MM 0.1180 1.20140ed4 1696.61670 100.0000

Totals : 1.20140e4 1696.61670
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HPLC chromatogram of 44:

3 LS-97-Prep 2+3

MN Nucleodur 100-5 C18 ec

Sample Name: LS-87-Prep 2+3 Injection Volume: 10,0
Vial Number: RE1 Channel: uv_vis_1
Sample Type: unknown Wavelength: 254.0
Control Program:  LS_5-95_15min_254nm Bandwidth: 2
Quantif. Method: Burda Dilution Factor: 1,0000
Recording Time: 17.01.2020 16:36 Sample Weight: 1,0000
Run Time (min): 32,00 Sample Amount: 1,0000
600052 G WVL254 nm
i o 950
i 6(3&
5.000— %h'\
1 e’
— 4.000
: -
é -1 100% ACN: 5,0 % 5.0
®© 3.000%coo%
5 0.1 % TFAIN H20: 95,0 % 950
-g i
2 2.000—_
{ -
1.000—
] &,
TR, 000 AT I“IIIH T - - -
500 . . . | . . . | . . . Imln
0,0 10,0 20,0 32,0
Retention Time [min]
[ __ I
No. | Ret.Time Peak Name Height Area Rel.Area Amount Type
min mAU  mAU*min %
1 15,80 n.a. 5,219 0,630 017 n.a. BM
2 16,04 ebs4 #HEHEHE 397616 97.39 n.a. M
3 16,40 n.a. 61,559 8,395 2,06 n.a. M
4 16,57 n.a. 1,828 0,103 0,03 n.a. Rd
5 16,67 n.a. 5,991 0,514 0,13 n.a. MB
6 17,09 n.a. 4,872 0,411 0,10 na. BMb
7 17,33 n.a. 3,955 0,410 0,10 na. bMB
8 17,77 n.a. 0,886 0,142 0,03 na. BMB
Total: HHEERHAE 408,271 100,00 0,000

$100



HPLC chromatogram of 45:

3 LS-101 Prep2
MN Nucleodur 100-5 C18 ec

Sample Name: LS-101 Prep2 Injection Volume: 3,0
Vial Number: GD1 Channel: Uv_VIS_1
Sample Type: unknown Wavelength: 254.0
Control Program:  LS_5-95_15min_254nm Bandwidth: 2
Quantif. Method: Burda Dilution Factor: 1,0000
Recording Time: 22.01.2020 17:09 Sample Weight: 1,0000
Run Time (min). 32,00 Sample Amount: 1,0000
1.400
mAU WWVL:254 nm
- 95,0
] A
N £
. tb.
Q}:\
1.000 ¢
S -
< ]
.E. 750— 100% ACN: 5,0 % 5,0
a % C:0,0%
S o1 % TFAINH2O: 950 % 95,0
o N
S 500
w
2 N
,q: .
250
] .-‘5?\@ 5,0
Flow:=1-000 mimin J»{ f'h_ . -
i min
-1 OD T T T | T T T | T T T |
0.0 10,0 20,0 32,0
Retention Time [min]
[ __ I
No. | Ret.Time Peak Name Height Area Rel.Area Amount Type
min mAU  mAU min Yo
1 15,84 na. 5407 0,660 0,73 na. BM*
2 16,07 eb54 941,720 BB 465 9503 na. M*
3 16,38 na. 31,528 3632 3,99 na. Mb*
4 16,59 na. 1,633 0227 0,25 na. bMB*
Total: 980287 90,984 100,00 0,000

5101



HPLC chromatogram of 46:

2 LS-130Prep1H
MN Nucleodur 100-5 C18 ec
Sample Name: LS-130 Prep1H Injection Volume: 10,0
Vial Number: BE7 Channel: Uv_VIS_1
Sample Type: unknown Wavelength: 254.0
Control Program:  L5_5-95_15min_254nm Bandwidth: 2
Quantif. Method: Burda Dilution Factor: 1,0000
Recording Time: 23.06.2020 12:56 Sample Weight: 1,0000
Run Time {min): 32,00 Sample Amount: 1,0000
3.000
mAU WVL:254 nm
i 95,0
X
i Qf-'b
no
i o
&
2.000
=) |
<
.E. - 100% ACN: 5,0 % 5,0
o |®coo%
5 0,1 % TFA in H20: 95,0 % 95,0
2 |
£ 1.000
w
] -
<
_ £
i
O__ - - . - . |+=~|_ - —_— A
5.0
- Flow: 1,000 mblfmin
min
-500 T T : I : : : I T : T T
0,0 10,0 20,0 32,0
Retention Time [min]
[ __ I
No. | Ret.Time Peak Name Height Area Rel.Area Amount Type
min mAU  mAU min Yo
1 16,10 eb54 HenEE 221954 9526 na. BM*
2 16,30 n.a. 14,262 1,164 0,50 n.a. Rd*
3 16,48 na. 50,041 9,882 424 na. MB*
Total: AR 232999 100,00 0,000
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HPLC chromatogram of 55:

DAD1 B, Sig=254,16 Ref=360,100 (MATTHIAS\W...D 0_3_2ND 2020-03-11 15-38-21WZ317 BIOTAGE ACN-PYRAMID_2.D)
mALl § b
600
500 =
400
300 &
200 o a0
E @
100 = ?ngb'
0 : ‘ N
T
5 10 15 20 25
Area Percent Report
Sorted By : Signal
Multiplier H 1.0000
Dilution H 1.0000

Use Multiplier & Dilution Factor with ISTDs
Signal 2: DAD1 B, Sig=254,16 Ref=360,100
Peak RetTime Type Width Area Height Area
#  [min] [min] [mAU*5s] [mAU] %
RRIEEEEE |- e |--memeeee |--mme e |- |
1 9.111 BB 0.1910 9205.39063 751.04425 99.1625
2 15.732 MM 9.1346  77.74689 9.62935 @.8375

Totals : 9283.13751 760.67360
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HPLC chromatogram of 56:

DAD1 B, Sig=254,16 Ref=360,100 (LARAWMZ319 PREP 2020-03-18 12-26-27\MZ318 PREP 2.D)
mAll5
2000
1500
1000
500
0]
—Y———————§————————————T——————————— T
5 10 15 20 25 mir|

Sorted By : Signal

Multiplier H 1.0000

Dilution H 1.0000

Use Multiplier & Dilution Factor with ISTDs

Signal 2: DAD1 B, Sig=254,16 Ref=360,100

Peak RetTime Type Width Area Height Area
# [min] [min] [mAU*s] [mAU] %

1 12.699 MM 0.0968 1.43420e4 2468.31201 100.0000

Totals : 1.43420e4 2468.31201
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HPLC chromatogram of 57:

o]

DAD1 B, Sig=254,16 Ref=360,100 (MATTHIAS\MAZE_MZ315 2020-07-02 07-40-28\MZ327_ACN.D)

5 10 15

Area Percent Report

Sorted By H Signal
Multiplier : 1.0000
Dilution : 1.0000

Use Multiplier & Dilution Factor with ISTDs

Signal 2: DAD1 B, Sig=254,16 Ref=360,100

Peak RetTime Type Width Area Height Area
#  [min] [min] [mAU*s] [mau] %

SCRIERRREEE EEES EELERS [EETCREEREE [EETEEPREE |«mmeee |
1 15.555 BB 9.1120 6289.54004 873.73260 99.3205
2 18.055 MM ©.1449  43.02932 4.94885 0.6795

Totals : 6332.56936 878.68146
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