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eMethods 

SAS Version 9.4 code to accompany primary analyses 

 

Determination of total DDS-17 MCID category membership based on change in DDS-17 scores from 

baseline to post-intervention 

data MCIDcategory 

set onlythere; 

if chgdds_total <= -0.25 then MCID_category = ‘improved’; 

if chgdds_total > -0.25 and chgdds_total < 0.25 then MCID_category = ‘no change’;  

if chgdds_total >= 0.25 then MCID_category = ‘worsened’;  

run; 

Generalized linear mixed model examining treatment arm predicting improvement in total DDS-17 MCID 

(improve = 1, worsen/no change = 0) 

proc glimmix data = MCIDcategory; 

class cohort site prior_dm_education (ref = first) treatmentdummy (ref = first); 

model MCIDimprove (descending) = prior_dm_education treatmentdummy / dist = binary 

link = logit solution oddsratio; 

random intercept / sub = site type = un; 

random intercept / sub = cohort(site) type = un; 

run; 

Generalized linear mixed model examining treatment arm predicting worsening in total DDS-17 MCID 

(worsen = 1, improve/no change = 0) 

proc glimmix data = MCIDcategory; 

class cohort site prior_dm_education (ref = first) treatmentdummy (ref = first); 

model MCIDworsen (descending) = prior_dm_education treatmentdummy / dist = binary link 

= logit solution oddsratio; 

random intercept / sub = site; 

random intercept / sub = cohort(site); 

run; 

Linear mixed model examining total DDS-17 MCID improvement predicting change in HbA1c from 

baseline to post-intervention  

proc mixed data = MCIDcategory; 

class cohort site prior_dm_education treatmentdummy; 

model ChgHba1c = prior_dm_education treatmentdummy MCIDimprove /solution ddfm = bw; 

random intercept / sub = site; 

random intercept / sub = cohort(site); 

run; 

Linear mixed model examining total DDS-17 MCID improvement predicting change in HbA1c from 

baseline to post-intervention  

proc mixed data = MCIDcategory noclprint covtest; 

class cohort site prior_dm_education treatmentdummy; 

model ChgHba1c = prior_dm_education treatmentdummy MCIDworsen /solution ddfm = bw; 

random intercept / sub = site; 

random intercept / sub = cohort(site); 

run; 

 


