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All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Ethics oversight

Note that full information on the approval of the study protocol must also be provided in the manuscript.

Field-specific reporting
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.

Sample size

Data exclusions

Replication

Randomization

Blinding

Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
system or method listed is relevant to your study. If you are not sure if a list item applies to your research, read the appropriate section before selecting a response.

All data necessary to interpret, verify, and extend the research presented in this article are publicly available. The sequencing data generated in this study have
been deposited to NCBI under BioProject PRJNA900590 [https://www.ncbi.nlm.nih.gov/bioproject/?term=PRJNA900590]. Within this BioProject, the raw reads files
are available on the SRA database, under Biosamples SAMN31696084 – SAMN31696092. The 1,892 MAGs have been deposited to the WGS database under
accessions SAMN32731718 – SAMN32731810 (STA), SAMN32731811 – SAMN32731998 (STB), SAMN32733587 – SAMN32733720 (STC), SAMN32734194 –
SAMN32734413 (STD1), SAMN32734415 – SAMN32734683 (STD2), SAMN32734737 – SAMN32734946 (STE), SAMN32737191 – SAMN32737484 (STF1),
SAMN32737485 – SAMN32737723 (STF2). The geochemical monitoring raw data generated in this study are provided in the Source Data file hosted on the Open
Science Framework under DOI 10.17605/OSF.IO/6X5ZC – provider identification is held anonymous at the request of the landfill site engineers. The processed
annotation data are provided in the Supplementary Data Files 1-7 which are hosted on the Open Science Framework under DOI 10.17605/OSF.IO/6X5ZC.

Databases accessed were KEGG (https://www.genome.jp/kegg/), PFAM (https://www.ebi.ac.uk/interpro/), GTDB (https://gtdb.ecogenomic.org/), and UniRef90
(https://www.uniprot.org/help/uniref).

N/A, there was no human participation in this study.

N/A

N/A

N/A

N/A

Sample sizes were based on number of existing cells at the landfill surveyed, and the limited site access allowing one sample per cell.

No data were excluded from this study.

Replication was not possible due to cost constraints for sequencing replicate samples, and site access agreements did not allow for temporal
replicates.

There were no experimental groups, and thus no randomization was required.

There were no experimental groups and thus no blinding was required.




