
Description of additional supplementary files 

 

Supplementary Data 1: Infectivity measurements for NS3 that were used for correlating with 

predictions from the fitness landscape model.  

Supplementary Data 2: Accession numbers of NS3 sequences used for inferring the model.  

Supplementary Data 3: The mean escape time predicted by the in-host evolutionary model for each 

residue with DRMs 


