Supplementary Materials:

Table S1: Disulfidptosis-Related IncRNAs;

Table S2: 29 IncRNAs associated with prognosis;

Table S3: The information table of the training set;

Table S4: The information table of the testing set;
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Fig S1. Heatmap of expression in 4 risk IncRNAs in TCGA and distribution of clinical features.
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Fig S2. Analysis of model IncRNA expression in patients of different clinical characteristics.



