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Figure 4. Ten different peptides from the protein of interest were monitored for 

normalization purposes. The relative deviations from the mean signal intensity of several 

proteolytic peptides derived from the protein of interest are plotted as a function of the 

sample number. The unbroken lines correspond to ‘good’ peptides which are suitable for 

normalization and the outlier peptides are shown by broken lines. A) First LC/MS 

experiment. B) Replicate LC/MS experiment confirming the outlier peptides found in the 

first experiment. 


