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Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Note that full information on the approval of the study protocol must also be provided in the manuscript.
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Life sciences study design
All studies must disclose on these points even when the disclosure is negative.
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Reporting for specific materials, systems and methods
We require information from authors about some types of materials, experimental systems and methods used in many studies. Here, indicate whether each material,
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Materials & experimental systems
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accession numbers NC_003197 (https://www.ncbi.nlm.nih.gov/nuccore/NC_003197) and NC_003277 (https://www.ncbi.nlm.nih.gov/nuccore/NC_003277). The
RNA-seq data generated in this study have been deposited in the NCBI BioProject database under the accession number PRJNA975738 (https://
www.ncbi.nlm.nih.gov/bioproject/?term=PRJNA975738). All the other data that support the findings of this study are available within the paper and its
Supplementary Information and Supplementary Data. The source data underlying Figs. 1, 2a–c, f, 3, 4 and 5c–e and Supplementary Figs. 1–7, 9a, 10b and 11–17 are
provided as a Source Data file.
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Sample sizes were determined without statistical measures, but based on widely used sizes in relevant publications (Zhang et al. Nat.
Commun. 2020, 11:5371; Gan et al. Nat Microbiol. 2019, 4:134-143; Lin et al. Nat. Commun. 2017, 8:14888; Zheng et al. Mol. Microbiol. 2013,
89:403-419; Li et al. Nat. Commun. 2022, 13:6684) to ensure that it will be appropriate for statistical analysis.

No data were excluded from the analyses.

All experiments were performed for at least 3 times. All the attempts at replication were successful.

No experimental groups or control groups were subjectively chosen and there are no covariates to control for as experiments were done in

isogenic strains. No experiments required randomization.

Investigators were not blinded during data collection or analysis since there was not group allocation.




