
 



 

 



 



 

Supplementary Figure 3. Gene expression dispersion between participants with or without 

adverse effects. The boxplots show the log2 transformed expression of the genes selected in the 

network in participants with and without the specific adverse effect. The p-values obtained with 

the Wilcoxon test are shown in the plots. The significant p-values obtained following Benjamini 

Hochberg (BH) correction for multiple comparisons are highlighted in bold.  

 

 


