Figure S5 — LocusZoom plot of genetic associations with STEK protein levels and IOP in

TEK gene region.
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LocusZoom plot of genetic associations in 7EK gene region with circulating sTEK protein levels (A) and IOP
(B). The purple diamond is the genetic variant with the highest posterior probability of being the shared causal

variant underlying the two traits, as determined by colocalization.






