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G
CA 013812275.1 ASM

1381227v1 genom
ic JACCTP010000170.1 2

G
CA 013695915.1 ASM

1369591v1 genom
ic JACCZN010000132.1 5

G
CA 013816455.1 ASM

1381645v1 genom
ic JACDEJ010000390.1 3

G
CA 013816955.1 ASM

1381695v1 genom
ic JACDDN010000099.1 4

YX1bin9 opera contig 15 388

YX3bin27 opera contig 33 230

YPbin2 NODE 4265 length 6795 cov 2260.489763 7

YX2bin15 opera contig 317 135

YX3bin25 opera contig 79 177

YPbin6 NO
DE 13263 length 3563 cov 581.849772 2

GCA 013694625.1 ASM
1369462v1

genom
ic JACDCD010000086.1 2

GCA 013817045.1 ASM
1381704v1 genom

ic JACDDL010000008.1 6

GCA 013695835.1 ASM
1369583v1 genom

ic JACCZU010000209.1 9

BEO bin54 k141 595142 length 22141 cov 24.2079 11

W
SF bin13 k141 589917 length 4195 cov 8.0000 5

SRR3985526 bin6 k141 294976 length 36734 cov 34.9679 25

SRR3985625 bin20 k141 333352 length 70033 cov 11.0000 22

GCA 013695005.1 ASM
1369500v1 genom

ic JACDBJ010000489.1 9

YX3bin35 opera contig 15 613

SRR5207569 bin1 k141 706483 length 9183 cov 4.0000 9

SRR7004338 bin29 k141 1863780 length 10592 cov 8.0000 10

SRR7004338 bin21 k141 2550806 length
18851 cov 11.1207 7

BEO bin17 k141 2878954 length 11101 cov 9.0000 7

DBG bin19 k141 1668099 length 10188 cov 9.6176 7

DBG bin13 k141 416618 length 8572 cov 10.7500 8

W
SF bin4 k141 781298 length 5279 cov 11.2236 3

KBS bin56 k141 3687846 length 41207 cov 78.1875 47

SRR5452139 bin5 k141 3394593 length 28645 cov 10.5326 25

DMC bin147 k141 1724985 length 14799 cov 10.7461 9

DMC bin40 k141 8169980 length 9942 cov 7.7217 11

KBS bin142 k141 4253624 length 4266 cov 8.9910 4

SRR5452140 bin3 k141 3256020 length 12779 cov 7.8871 3

SRR5452140 bin15 k141 5844386 length 49513 cov 20.2548 18

SRR7004340 bin12 k141 2591694 length 63201 cov 8.8979 30

SRR6202022 bin5 k141 530052 length 69701 cov 9.8386 41

DMC bin67 k141 3199394 length 25547 cov 21.9905 10

KBS bin347 k141 3533249 length 4202 cov 24.0000 3

LEF bin53 k141 5995530 length 36054 cov 18.4524 21

LEF bin37 k141 480234 length 23999 cov 15.0406 13

LEF bin6 k141 6249565 length 5404 cov 17.8246 4

DMC bin48 k141 7363112 length 7774 cov 5.9843 1

KBS bin73 k141 13692020 length 3527 cov 6.0000 3

GCA 013696275.1 ASM1369627v1 genomic JACCYW010000100.1 6

SRR5452140 bin1 k141 857941 length 13211 cov 8.2379 3

SRR7004338 bin16 k141 2660529 length 3609 cov 9.4605 1

GCA 013695975.1 ASM1369597v1 genomic JACCZL010000741.1 2

KBS bin74 k141 12674161 length 6674 cov 7.0000 2

BEO bin73 k141 2803520 length 5489 cov 5.0000 2

GCA 013697605.1 ASM1369760v1 genomic JACCWO010000410.1 2

ALO bin23 k141 1640702 length 4629 cov 5.0000 1

DMC bin66 k141 1932077 length 49593 cov 9.0425 37

JMR bin17 k141 1043326 length 4742 cov 10.0000 4

BEO bin44 k141 518357 length 4080 cov 7.0000 2

SRR3985525 bin3 k141 468858 length 11974 cov 11.4499 7

ALO bin12 k141 4903672 length 5366 cov 16.8186 3

DBG bin12 k141 728579 length 6824 cov 11.0000 4

DMC bin23 k141 488284 length 569313 cov 27.7363 395

SRR7004198 bin6 k141 2893695 length 19058 cov 6.1697 5

DMC bin42 k141 3336968 length 12269 cov 8.9538 6

LEF bin18 k141 7471505 length 17227 cov 12.0005 7

ALO bin44 k141 3722365 length 2531 cov 8.0833 2

SCQ bin4 k141 2548487 length 2368 cov 5.0000 1

SRR7004340 bin1 k141 2293004 length 8298 cov 9.3070 4

KBS bin113 k141 13137857 length 51793 cov 27.0000 15

DMC bin74 k141 7184791 length 13169 cov 12.9546 6

ALO bin35 k141 2374410 length 3773 cov 7.0000 2

SRR6202011 bin5 k141 2336904 length 3521 cov 6.0000 3

SRR7091523 bin8 k141 138902 length 77022 cov 14.0257 51

SRR7091524 bin15 k141 1269295 length 52466 cov 13.7945 33

DMC bin8 k141 4498556 length 3645 cov 7.0000 3

DMC bin134 k141 4134931 length 11855 cov 9.0000 5

NPS bin46 k141 3601922 length 22776 cov 10.0000 16

SRR7091524 bin1 k141 1659590 length 2583 cov 5.7133 1

SRR7004338 bin1 k141 1108357 length 46650 cov 24.0823 9

NPS bin11 k141 1707922 length 13265 cov 8.9866 9

S15 bin4 NODE 3042 length 2949 cov 6.709744 2

WSF bin13 k141 1722338 length 24008 cov 13.4449 7

NPS bin7 k141 6281570 length 13682 cov 9.5121 7

GCA 013694505.1 ASM1369450v1 genomic JACDCE010000152.1 2

GCA 013698385.1 ASM1369838v1 genomic JACCVB010000383.1 1

GCA 013697965.1 ASM1369796v1 genomic JACCVW010000025.1 2

SRR5452140 bin1 k141 923472 length 6626 cov 7.9126 4

GCA 013695255.1 ASM1369525v1 genomic JACDAV010000265.1 2

GCA 013695505.1 ASM1369550v1 genomic JACDAH010000268.1 6

GCA 013698095.1 ASM1369809v1 genomic JACCVQ010000236.1 21

SRR7004338 bin16 k141 2128831 length 2348 cov 6.9483 1

GCA 013694835.1 ASM1369483v1 genomic JACDBP010000233.1 4

GCA 013697395.1 ASM1369739v1 genomic JACCWY010000099.1 4

GCA 013816015.1 ASM1381601v1 genomic JACDFC010000017.1 5

GCA 013697005.1 ASM1369700v1 genomic JACCXM010000046.1 5

GCA 013816925.1 ASM1381692v1 genomic JACDDP010000318.1 1

YPbin5 NODE 3094 length 8006 cov 17.269903 5

GCA 013821605.1 ASM1382160v1 genomic JACDGP010000082.1 16

GCA 013696045.1 ASM1369604v1 genomic JACCZH010000479.1 19

GCA 013697605.1 ASM1369760v1 genomic JACCWO010000350.1 1

NPS bin29 k141 3305656 length 18380 cov 10.0815 7

GCA 013696125.1 ASM1369612v1 genomic JACCZD010000475.1 1
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GCA 013820855.1 ASM1382085v1 genomic JACDHV010000034.1 8

GCA 013816685.1 ASM1381668v1 genomic JACDDX010000155.1 3

DBG bin6 k141 1055820 length 8208 cov 6.0000 7

DMC bin10 k141 1572062 length 11060 cov 8.3493 2

NPS bin33 k141 198687 length 9338 cov 8.0000 4
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DBG bin27 k141 840346 length 10206 cov 9.7048 6

DBG bin13 k141 1684997 length 20230 cov 9.6699 17
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ALO bin28 k141 357610 length 10390 cov 11.7434 9
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GCA 013698435.1 ASM1369843v1 genomic JACCVA010000341.1 1
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GCA 013695785.1 ASM1369578v1 genomic JACCZT010000111.1 4
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GCA 013821565.1 ASM1382156v1 genomic JACDGN010000206.1 1

GCA 013695005.1 ASM1369500v1 genomic JACDBJ010000600.1 8

GCA 013695005.1 ASM1369500v1 genomic JACDBJ010000008.1 3
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GCA 013695665.1 ASM1369566v1 genomic JACDAB010000217.1 2
GCA 013695685.1 ASM1369568v1 genomic JACCZY010000095.1 4
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SRR3985526 bin12 k141 32936 length 3619 cov 11.4037 3
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GCA 013695145.1 ASM1369514v1 genomic JACDBB010000110.1 8

GCA 013696915.1 ASM1369691v1 genomic JACCXR010000418.1 5
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GCA 013695835.1 ASM1369583v1 genomic JACCZU010000185.1 3

GCA 013811965.1 ASM1381196v1 genomic JACCUG010000321.1 1
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GCA 013695055.1 ASM1369505v1 genomic JACDBF010000371.1 5
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GCA 013812465.1 ASM1381246v1 genomic JACCTK010000373.1 1

GCA 013817555.1 ASM1381755v1 genomic JACDCN010000018.1 11

GCA 013812365.1 ASM1381236v1 genomic JACCTN010000288.1 5

GCA 013812135.1 ASM1381213v1 genomic JACCTX010000185.1 5

GCA 013697465.1 ASM1369746v1 genomic JACCWU010000246.1 17

KBS bin129 k141 4489708 length 2418 cov 18.0000 2

GCA 013812195.1 ASM1381219v1 genomic JACCTW010000157.1 3

DMC bin84 k141 518244 length 13814 cov 11.1332 4

GCA 013695615.1 ASM1369561v1 genomic JACDAC010000262.1 2

SRR7004340 bin9 k141 2018623 length 27463 cov 10.7276 9

GCA 013695605.1 ASM1369560v1 genomic JACDAD010000151.1 6

GCA 013815505.1 ASM1381550v1 genomic JACDGA010000077.1 2

GCA 013811855.1 ASM1381185v1 genomic JACCUL010000373.1 3

DMC bin6 k141 8052531 length 5479 cov 5.8822 5

GCA 013811665.1 ASM1381166v1 genomic JACCUT010000309.1 5

GCA 013694495.1 ASM1369449v1 genomic JACDCH010000087.1 2

GCA 013696185.1 ASM1369618v1 genomic JACCZA010000271.1 18

KBS bin58 k141 13268316 length 17128 cov 42.0000 8

GCA 013812185.1 ASM1381218v1 genomic JACCTV010000186.1 1

GCA 013812195.1 ASM1381219v1 genomic JACCTW010000173.1 2

SRR3985625 bin11 k141 504201 length 11538 cov 10.5487 7

ABD bin44 k141 4680940 length 8983 cov 12.0000 6

DBG bin24 k141 1074834 length 4317 cov 7.9895 3

GCA 013816075.1 ASM1381607v1 genomic JACDFA010000832.1 1

SRR3985525 bin11 k141 135301 length 17900 cov 7.0000 17

GCA 013811925.1 ASM1381192v1 genomic JACCUK010000053.1 4

GCA 013813135.1 ASM1381313v1 genomic JACCSF010000017.1 8

GCA 013697415.1 ASM1369741v1 genomic JACCWW010000048.1 2

GCA 013694825.1 ASM1369482v1 genomic JACDBR010000073.1 2

GCA 013812065.1 ASM1381206v1 genomic JACCUC010000062.1 4
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