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Supplementary Table 1 | Summary table of Cryo-EM data collection

Unliganded HIV-1 Env HIV-1 Env HIV-1 Env Consensus
HIV-1 Env boundtoone boundtotwo bound to structure of
(EMDB- CDh4 CD4 three CD4 HIV-1 Env
41045) (EMDB- (EMDB- (EMDB- bound to CD4
29292) 29293) 29294) (EMDB-
29295)

Data collection and

processing

Magnification 300 300 300 300 300

Voltage (kV)

Electron exposure (e/A%?) 123 123 123 123 123

Defocus range (um) -0.5 (VPP) -0.5(VPP) -0.5 (VPP) -0.5 (VPP) -0.5 (VPP)

Pixel size (A) 2.7 2.7 2.7 2.7 2.7

Symmetry imposed C3 Cl1 Cl1 Cl1 Cl1

Initial particle images 6444 5712 5712 5712 5712

(no.)

Final particle images 6339 2341 1418 1953 5712

(no.)

Map resolution (A) 9 17 19 16 15

FSC threshold 0.5 cutoff 0.5 cutoff 0.5 cutoff 0.5 cutoff 0.5 cutoff




Source Data of Extended Data Figure 1

2G12 (anti-gp120)

Human anti-HIV-1 Neutralizing Serum
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